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ZORER, 5 ABEREEIZINT 8D (B R 4D, T FRUAH 40) | F-,
3 MEEFSEICRVWNT 6D (B2 3o, 7o F U2 30) | & 14 HoA—7
YU—T 4 T =P ST (B 40)
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2mEPSPS 7= AUHE 2 A=, KIBEHRD 2mEPSPS 7-A HE & F812 GHB614 44
THILL T 5 2mEPSPS 7= A HEOR—MEIZEI LT, a. Edman 232 X 5 N-Kii7 2
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RSy T D 7 ) RY— b PEP fEAENAICEAIINCH S L CREE- IWEEA R RIED
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324 RN i 22 2R (EFSA) ~ 2008 4F 1 AT K ORI Z2 B AR D GRS 1
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329 GHB614 A CIIABREAZ RO THHT2 Z LN TE, B ~OFE BT D290
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