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Z1ELZSNP=AF 7Ly ZANLZNE R ) —= v TR

RAFTLY IR A2Y—=_2J%

Nz SNPZ SNPS RIDE (%)
Panel 1 40 32 80.0
Panel 2 40 31 775
Panel 3 40 36 90.0
Panel 4 40 29 725
Panel 5 40 38 95.0
Panel 6 37 35 94.6

at 237 201 84.8
ram O swem QTR mwmon
Panel 1 39 38 97 4
Panel 2 37 36 97.3
Panel 3 39 38 97.4
Panel 4 36 33 91.7
Panel 5 40 39 97.5
Panel 6 38 38 100.0

at 229 222 96.9

ROY—ZVTORR. DT /RAEVTNBBESNPEBRV LR
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