Domestic and Global Outbreak Status O i

Genetic analysis of ASFV (wild boar, 2019-2025)
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1. ASFV strains in South Korea are Genotype Il with limited genetic diversity.

2. However, mutations in MGF360-1La provide molecular markers for tracking regional spread and distinguishing clusters.
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3. From 2019 to 2021, outbreaks spread from the northwest to the northeast, as supported by both whole genome and partiallgene
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