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1E2078k

O BT MAY 1014 (B F154E5 A 10 H BiAE)
BiEF
e = - ; HAHR 2 -
5 X & 4 B FHBAEMEOEEOA . FAEM i =
DX
1| HAEMESH | ARBERER v~ R B s 8 A GILSP | FEZEFI |*ER174F2H2H
Brevibacillus choshinensis HPD31-M3#E
2| AARSIETIEMRA | Fa IR 1B AR AN 2 %an0 VA | Z O | FEZEFRIA | FR1742H 2R
=t F4-17#%
3| S BUEHRASH |K PR E PR E A E AR EA GILSP |FEXFIH | SER1742A2H
Brevibacillus choshinensis HPD31-M3/pNY326
ERA
4| FTREEMR A AL | KPR R DGR R B E A RS ' A GILSP | FEZEFI |*ER174F2H2H
Brevibacillus choshinensis HPD31-M3/pNY326
ERA
5| KMA fhey” 7R | R 2 AR LT V7™ 3V R BB R 1 (alb) B A GILSP | FEZEFIM | Fpk174F2H2 A
Eayan Saccharomyces cerevisiae YBXTIE
6| KMN fhuy Jagk= | R 2 AR LT V7™ 3V R BB R 1 (alb) A GILSP | FEZEFIM | FRk174F2 A2 H
e Yo Saccharomyces cerevisiae YBXTIE
70 BAEXSH |23 IR0 A(ADV)g I & FE B s 8 AN Y | 2 Ofth | FESEFIH | FRk174E3 H8 H
204 VAACNPVgII
8| HAEWMRXSHE  |77F)0 V727 veza—t=r sk Apx 1 B EE A |GILSP | FEFIA | FRk174E3 A8 H
KHIGHESNT1 134k
9| AAEMKRRSA | 77F)0 VA7 veza—tor SR Apx 1T 8 A |GILSP | FE3ERI | k1 74£3 H 8 H
KIGHESN10744%
10| BAMRRRSH 7770 Y727 wnza—toa i SR Apx NEFE A |GILSP | FEEFIA | FRk174E3 A 8 H
KIGEESN1166££
11| HAEERSH [ BefaF ) =V R /N BRBUR O % |GILSP | FEEFIA | ERk 1743 H8 H
LS
12| tF pEEhk st | e BRI AR K 13815 738 A Brevibacillus | GILSP | FEEFIA | FRk 1743 H8 H
choshinensis HPD31-M3/pHT110EGF
13| Ehve ks | VIERT ViR B EEA RS KRG GILSP |FEXFIH | ER174-3 A8 H
#t BL21 (DE3)/pW6A/3BoPrP
14| JEEBFE—=4L0Fy | BfaF ) =V ) =252 )7V N2GS) k5% | GILSP | FEZERIH | 1743 A8 H
R JRUE AR R TGRS 18 A KA B K 1244 B
HIM83 DFFEARTB 1K
15| RS HBAEDAL | B IRV Renvig s 1-(gp70) 8 A K EpEL |GILSP | FESFIA | FRk174E3 H8 H
=20 7S
16| HVERA &t =T 0BG BN IR LA ITRIVA | Z O | BEESERIR | FRk174E3 A 8 H
BNV100
17| ViRt AR p=T 20 BAG T AN A ATRIVA | Z Ol | BEESERIR | k1743 A 8 H
rBNVyS2(-)
18| KMN A4y AR | 22—y VS A VAR 2R (A S8 BUMHA 2 <Ly 290V | GILSP | EEEFT | ERk174E3 H 8 H




19| HVERA St AR H=T 20 SBAG T AN LS A AIRIAVA | FOM | PEERIE | SERk174E5 A 31 F
rBNVyS2(-)
20| HATHIERA S | A2 0E AR 42 VA(Feline Immunodeficiency GILSP |PEZEFIH | Frk1843 H20H
i Virus; FIV)H Kgag p24-env V3-V5@l& &
HE LG T(gag p24-env V3-V5)EAK
15 % (CIEco/FIV gag-env)
21| SRS HAEY 3427 X v ft=a—t= i 2RT M AV VR PEAE |GILSP | EEZEMIA | Rk 1843 H20H
it {57 (Mycoplasma hyopneumoniae ciliary
FARSEET adhesin proteinP97gene) & A MK S5 i YS-198k
22| AWy N R [ B SR A VAR S B AN TREVAVAALVAC | GILSP | FEEFIH | FRk184E3 H20H
Axth (vCP97)MI(vCP97)
23| HARRIE TR [ B My VARS8 AN THEVAVAALVAC |GILSP | FEEFIH | FAr184E3 20 H
2V (vCP97)Zenoaq(vCP97)
Ea I
24| AAMRRRESH | 7790 Y727 vnza—tor il B Apx 1 EAGFE A |GILSP | FEZERT | FRk184E3 H20H
KIGEESNT13%E
25| HAEMRRSHE (7790 VA7 wnza-t=x iR Apx /5 78 A |GILSP | FE3FIH | FRk184E3 H20H
KIGEESN1074%k
26| AAERRRRSAE (7070 V727" baza-tr 1 SR Apx ILEAG -5 A | GILSP | BEEFI A | Rk 184E3 A 20 H
KHIGHESN11664%
27| HAMRRR S | ERIER T n=— I R 1B AS 1A GILSP | PEFEFIH | FRk184E3 H20 H
Brevibacillus choshinensis HPD31-M3#E
(2°-1-1%F)
28| bF PR | b R pk R (K -3 AR -8 A Brevibacillus | GILSP | FESFIH | ERk184E3 A20H
*t choshinensis HPD31-M3/pHT110EGF
20| KM© Aduy™ Jakk (77983 vA-7" wnza-t=x i iE R 1 B skesh | GILSP | FEEFIH | FRk184E6 A 12H
Kt DA 2R (5 B AR T (omlA- 1) N K5 AP2
01Fk
30| KMN A48y I8k | 70F)8 V747" vz a—E=x iy B2 I F Sk |GILSP | PEZERIA | FRk184E6 H 12 H
A tt VK 2R R BLEAR T (omlA-2)E N K5 H AP202
73
31| KMA A48y J2ER [ T09F)8 V727" pnza-t=r i iERSa U B ke |GILSP | FEZEFIA | Fak184E6 H 12 H
Xath )8 2 [ 3 BE R 1 (omlA-5) 5N KI5 H AP2
051K
32| KM A48y JARK | 77F)0 v9A+7" bmza-E=x i s Apx 1 AIBRIAER (1 |GILSP | FESEFIA | Eak184E6 A 12 H
Kt FEBEAR T (apx 1A) BAKBHEAP1I01#E
33| KMA A48y JARR 7058 V727" Wnza—t-r i K Apx T BIBRAER 1 |GILSP | EEZEAT | ERk184E6 H 12 H
Axth FEBUBAR T (apx ITA) BAKGEAP1028K
34| KM/ A4y Jafk | 70F)N V747" vz a—t=s RS S0 KB AYApx I |GILSP | PEZEMI M | FRk184F6 H 12 H
Aot BB B3 BB S T (apx ITA-ANC2)E A K
5 5 AP 1334k
35| MRS HA-F T | Cryprosporidium parvum® A% v)° fbiisEFE |GILSP | FESFIM | Frk184E10 A 12 H
Vea=b)Yay e en Ly PR AR T (P23) AN K
v (Escherichia coli)JM109(DE3)Fk(CSEE)
36| BENStA-4" 7" | Helicobacter pylorifAyVvi—t" jun JEpEATE |GILSP | PEERIA | FRrk184-10A 12H

Yza=pyay ey en

{5+ (ured) &N KI5 (Escherichia coli) XL1-

2




‘v

Bluekk(HP-ure A£E)

37| B NES#A-4" 7" | Helicobacter pylorifARyVvi—t" jun JEpEAE |GILSP | PEERIA | FRk18410A 12H
Vza=pvay -y s 51 (ureB)EN KNG & (Escherichia coli) XL1-
"y Bluetk(HP-ureB£)
38| KM 4y JAkk | KPR R R B AR B D BUR R BLE(s  |GILSP | R [ ER194F6 H6 H
Att F(spad 16)E N K5 RSPOIK (GBI FE 75328)
39| KM A4y JARK | N AV - bvhyd™ i e e w28 SR A7 FE s % | GILSP | PEZERI | k196 H6 H
A ft FEHUEAR T (toxA-SO)H N KRG B PRX- 1EE(#k
BIFL5265)
40| b7 PSS | BRI AR IR 13815 -3 A Brevibacillus | GILSP | FE3FIH | FRk204E4 4 30H
*t choshinensis HPD31-SB4/pHT110EGF
41| KMN fFey” Ik |22ty A 04 VAR SKF & A 3 BLE 5 - (NDV-F) |GILSP | FESEFIH | k2049 H 5 H
A&t ATV IIRIAVAITRR07TREGRBIFE & thI2-YN)
42| HARSIKTIER | B MIFI VAR 5N TIEIAVAALVAC |GILSP | PEZEFI | k20412 A 25 H
Attt (vCP97)Zenoaq (vCP97)
43| KM Adny” Jak |8 V7 777 ovde7 Fhi sk BER 8 BB A7 G | GILSP | FEERIN | PR 14E11 H9H
A tt B 7 R IBAR T (mdnt) G KNGFEBTS BRG]
R E266)
44| KM/ f4uy” JARK | T8~ Ik~ 07 U Fvh (IIERLAR K ONCHY) | GILSP | BEESEFIA | F-Rk224°5 H 28 H
Kt F R BT S B R
(CorACAS-1) AR5 FErCorAC24 %
45| AARRIETIERR |97 20030 8GN Fan A O | FEZEFIM | ER224E5 H 28 H
Att BmboT#k
46| AAREIKTIER |aftaye) =7V /(Der f 2)&n B AN N | ZOM | PEZEFRI | FRk224-5H 28 H
Axth 207V ABmDF2#k
47| RS AV I~ 22Dy AR IAVAR RF R BB B s F-(FE{5F) |GILSP | FEZEFIH | FRk244-4 H25H
9 b N A A4V AHVT-NDV/FRE
(Meleagrid herpesvirus 1)
48 | RS A | AR SRR ER 2 n == R B s 8 A KNG |GILSP | BEZERI | Ferk244F6 H 14 R
AFV=FT7/V 4777 | EBL21(DE3)E (Escherichia coli)
4
49| U HIEANE | aroAdB s KB RIGHARO A-EC341958k |GILSP | FESEF | FRk254E5 A20 H
MR ASE | (R W 9JE. coli) (Escherichia coli)
At
50| KM A4y JARK |78 A 770 0hen" 707 vk (gAML K ONCAY) | GILSP | FESEFI | FRk254E6 H 13 H
Kt H R B HTR BE FH B AR T-(CordCA5-1) H
A K ErCorAC24%8k
S1| KMA A4y JARE T8 A I70 050" 707 ) hh (g R AR & O'CRY) |GILSP | FEEFIH | k2546 A 13 H
Xt H R B HTR BE FH B AR T-(CordCA5-1) B
A KB HirCorAC24 %k
52 | MRASHMEY | B MR TV AenviE {5 1-(gp70) 5 A KRS pEL | GILSP | FESEFI A | FERk25%6 A 13 H
===25 50 S
53| RS AEMAY | KRR SRR F EStx2e D MRS A | GILSP | FEEFIM | EAak254E12H 20 F
===25 50 BT (mstx2e) A KM HH-28kK
54| KMN A4y kg | i B HEStx2eDBY7 22y MBS T L Oy b |GILSP | FEZEFRIA | WRk264-3 A 25 H
Xath SECOMPaA N 2 Wb AV IBAGF(stx2eBm-COM
Pc) B AN KNGH STXCHE(Escherichia coli)
55| BAREIR TR (metty77 VR0 gER I VAR SR VP2E A 81L& |GILSP | EEXEAT | ERk264E6 H10H

A=tk

{5738 A BT B’ AT A vHVTO13-69%k

3




56| Meiji Seika77Vv | 4% SREERL BR 2 n=— A 1 B Ax - E AN KM | GILSP | PEZERIA] | FR274E3 A 30 H
At % BL21(DE3)#(Escherichia coli)
57| KMA A4y JARE (K7 V7 777 nvdt7” Fh ik M 5 28 BRI Rz S 32 | GILSP | EEZERI | SER274F6 H 12 H
Axth HE 5 F TR AR T (mdnt) F K5 B BTS R Gak A T
5266)
58| KMA A4my" JAkk | K P2 R R R 3% g B SR 56 BLE (= | GILSP | PEZERI] | FRk274E6 A 12 H
A tt F(spadA6)EE N KI5 HRSPOIKGGHRAIFE 75328)
59| KM A4y JARK | N AV - v bvh™ Hh Sl e 7 2 B0 17 B AY 5 55 | GILSP | PEZEFRI | WRk274-6 A 12 H
A th FBLUBAR A (toxA-SQ)E ARG E PRX- 14
(GBI FL5265)
60| AARSIRT I (K F-Tz0y - TV 7BAGFBAN N Rany(VA | ZOM | FEZEFIH | FRR274E8A 17H
Axth BmfelFN-afk
61| HARRIETIEN A mywyvab kPR E B 3 BLE (R |GILSP | EEXEF | FA284F3H2H
Ath AN TG A VAVCP2296 %
62| HAMREA S | ML RAGER HR2AE G EAKRGE  |GILSP | FEXEFA |93 A 7H
8-3-6Fk
63| HAREIT I |1aA/)-Tzny TV 78R EAN N Fan0/VA | ZOM | FEZEFRIH | FRk2993 A 7H
A ft S-BmfelFN-akk
64 | BRASHMAEY |3 B IRV AenviBAE T (gp70)E A KBS HEpEL | GILSP | FESEFI | k293 A9 H
== 50 {73
65| MRS ABRES | Nero )i QBB AL T R AME FHIAVALEL | Z i | FESEFRIT | ERR294E7H 18 H
A IE T ddBVD Tub 1%k
66| BRI ABRES | Nero )i QBB AL T R WAME FHIAVA2AL | Z o | FESEFRI | ER294E7H 18 H
AT IE T ddBVD Tub 2%k
67| tr" v N VR | 2a-hy AV DA VA RF R BB AR T-(F) - {5 4k | GILSP | FESEFIH | ER294FE10 A 27 H
=t MEBEXUVE 25 VAH KegBHRE HE B 15 1-(gB)E
AL A" AT VAFC1268KFW194(F,gB, Mele
agrid herpesvirusl) (A5 FW194)
68 | IR HNASHE | 22—y AV IAVAH S F R A B AR 1-(F) = Y4 |GILSP | FEZEFIH | k29410 H27H
ZERT MEEESE A VA K gBHE FE E {x - (gB)E
AL B 29 VAFC1268KFW194(F,gB, Mele
agrid herpesvirusl) (A2 5FW194)
69 | KMN Adny" JARE |78 A 770 0h-n" 587 D FvA(HIE R AT J ONCRY) | GILSP | PEZEFIA | 3041 A31H
Atk R BT & B AR (Cord CA5-1) 8 N
KM ErCorAC24%k (GHEKT 7/1)
70| KM A4ny” JARK | BR P52 B FR ol ) HE 8 2% BA AR B R 38 BB 15 | GILSP | PEZERIA | FR304FE1 A 31 H
Xatt F(spadA6)EH N K HERSPOIK(GR AL 5328)
(GBREK7" 77/})
TU| KMA Adny" JARE |~ A9V7 - v bvh™ Sl e 3 28 B0 17 1 AE 52 56 | GILSP | PEZEFIA | WR304E1 A 31 H
Atk FEBLEAR 1 (toxA-SQ)E N KB B PRX - 1#K Gk
BIFEE265) (GIHK7 7/1)
72| KM AFey JARK (K07 777wkt Fhdok A A R g8 |GILSP | EERERI [ SEA304FE1A31H
Atk SE 75 8 TBAR -(mdnt)H K EBTSE
GRBIFE5266) (GHEK7" 7/1)
73| KMN fhey" IRk | 7050 v9A+7" bnza-E=x i SApx I RTBEIRER 1 |GILSP | FEEFIA | k30451 A31H
Xatt FEBUER T (apx [4) B AKAGEAP101EE
74| KMN fhey 12k | /T ks ) Be A @A I —an4 v 2 dh 7" v B 8 | GILSP | FESEFI | EAak304E1 H31H
Atk EHRBUE(SE AR EI4Z61E

4




75| KM AAny JARK [N AVT - b by p™ ok R 28 SR A s 7 56 | GILSP | PESERIH | ER30FE1 A31H
At FBLUBAR A (toxA-SQ)E N KI5 B PRX- 1HK (7%
BIFLE265) (AAH)
76| KM AAny JARK (K07 777 w7 Fhdk 2 SR R g8 |GILSP | EEXER [ SEA304FE1A31H
Xt SE 75 AR - (mdnt)E K IGEBTSE
GRBIFE5266) (ALE)
77| KMN Adey" JARE |78 A 770080 587 D PvA(fiE B AT J ONCARY) | GILSP | PEZEFIA | FR304-1 A31H
Atk FH R BT LS TSRS 1 (CorACAS-1)E A
KIGHErCorAC24KK (AfiE)
78| KM/ Arny” JARK | BR P52 B HR ole ) HE 78 2% g BA TR B 38 BB 15 | GILSP | PEZERIA | R304FE1 A 31 H
Xatt F(spadA6)EH N K HERSPOK(GR AL 5328)
&N: )
79| KMA Adny" JARE |78 770 00N T8 U vAE SRAT 2 g 28 VB8 | GILSP | PEEFIA | WR304-1 A31H
Xatt {5F-(Cord 6b-2#)8 N KI5 CorA6b-2#1%
80 | KM Adny™ JARE | 7™ A 270 0h-n" 70 U Fvh R SCH 2 g 28 V0 | GILSP | PEEFRIA | WR304-1 A31H
At {5+F-(CorC6b-1b) & N K 5 CorCob-1biE
81| a7 BUEKMRA S | KN H ok i 75 28 R 35 98 (mStx2e) PEAE | GILSP | EEZERI | EA304FE11 H27H
1t B A58 AN Escherichia coli mStx2e3B2ARE
(#5135 : S-39)
82| TR (VTR E R T vy AT v R m A F2% |GILSP | EEFA | 30411 H27H
Zan (MPSP2)ZE BB R 1-(mpsp2)E A Brevibacillus
choshinensis MPSP2/pBIC3#k (#7335 MP
SP2/pBIC3)
83| AASIK T | MM REIA VAR KRLTREAR I NSV 295 | h7a7 ) -1 | FEZEFAH | ERB14E2A 1H
At DAVATRL (IM/102WEK K& U'MDS5#K) - i Kshort
region (IRS. USKUTRS) i&fs & AMDV
CVRM2-RN1250%k
84| IEMOKEEE BN | KV I VA RE2IBAR T B ANAIAVAYE THIA | Z o | FEFEFIH | SR CE10 A3 H
EIESRART | VA1BICPT E2alf¥k (E2, Bovine viral diarrhea
virus typel “CP7”)
85| MK EEEMW) | CSFIAMAHRE™BIR - HAN Fan0VA (E™, | Z o |FEZXEFAH | SF242H5H
RIESIRAPT | Autographa californica multiple nucleopolyhed
rovirus)
86| LI JEEMERE |V)% (Dermanyssus gallinae) FHKFer2®yER |GILSP | FEXEFH | S F243H 13 H
Ean B A5+ #HH % Brevibacillus choshinensis HPD
31-SP3#k (FkAIFE % : pBIC3-his-Fer2)
87| tr MR | 7)E (Dermanyssus gallinae) H¥RCatL-2843E |GILSP | PEFEFIA | S F243H 13 H
1t &5 #LH4 2 Brevibacillus choshinensis HP
D31-SP3#k (F%5IFE 5 : pBIC59-his-CatL-2)
88| HAEMMRA S (N AWV - A vy H e e EE A8 BRI R FE S0 R R | GILSP | BEZERH | 2428 H28 H
BAREARBGETHI6IEE (mutant recombin
ant foxA, Escherichia coli)
89| —MEMFAEAN B | WSR2 EE R SpaChyn VEBAR 8 A KIGH |GILSP | FEZEFIM | A Fn24-10H 140
KAEMFFFZE |10-5-18F (spaC, Escherichia coli)
ik
90| KM A0y JARK | T8 A7) 0h-n" 507 VFVACILIE R AL Je OFCHY) | GILSP | PEZEMIA | 2412 H4

A=tk

R PR S B AR - (CordCAS-1)E A
K #irCorAC24ki%k




91| KMN fhny IRk | K5 14 H SR R HE U 3% g A LR R BB AR | GILSP | PEEFRIN | S Fn24F12 4 H
At F(spad46)FE N KNG ERSPOkIE
92| KMAN A4y JARK | K V5" 777 nydt7" Fhi ok M5 28 SR B2 RS 48 | GILSP | EEEFIA | BFn24E12H4H
L&tk E 75 FETBAR - (mdnt) K5 FEBTSkiE
93 | KMAN A4my" JARK |~ AVVT - v by h ok M 75 28 SR 1z e B AE 5 56 | GILSP | FEEAIA | B Fn24E12H4H
Nt FEBLEAR T (toxA-SQ)H N KRG BEPRX- kA%
94| KMN f4ny" Atk | 5B 5 FEStx2e DBY7 12y MEA T L Oy M | GILSP | FEXEFIH | BFn24:12 A4 H
At KCOMPAWN 2 b MV IBAGF(stx2eBm-COM
Pe)iE ANKHG # STXKMIE (Escherichia coli)
95| HAEMKRR S (77F)0 727" vnza—t-x ik Apx DEIGFE A |GILSP | FEXEA | S Fn34£10H28 H
KIGHESNI113kk
96| HAEWRR AL | 7)F)0 VIA- 7" bnza—torf R Apx IDEE T |GILSP | FEXEMI A | A 3410 H 28 H
KIGEHESN1074kk
97| HAMERSAL |79F)0 VIR 7" vaza—t=x i K Apx NILEfR 138 |GILSP | FEEFIA | S F34510 A28 H
AKBGHEESN166£%
98| 1F )N kRt | 1)t (Dermanyssus gallinae) H¥Catl—|GILSP |PEXEFIM |4 447 H29H
2 SIEREIR ¥ 2 Brevibacillus ch
oshinensis HPD31-SP3 ¥k (GGRBIEE 5 :
pBIC59-his—CatL-2)
99| 1) )N ¥kX&4t | )t (Dermanyssus gallinae) HFer2 |GILSP |PEXEFIM | S F44E7H29H
B3 & s -FHH 2 Brevibacillus cho
shinensis HPD31-SP3 ¥k G&illFc 5 : pB
1C3-his-Fer2)
100| —fMEIENAE | (BYPET777 V30 AZESRIA VAR SRVP2 R V| GILSP | FEEFIA | S Fnd4E7H 29 H
YR F TR | R BB AR TE AL v A74vA HVT-1B
Ht Dt 9 (IBDV VP2, Meleagrid herpesvir
us 1)
101 | =M EENAE |22ty AR A VAR RFE B E 8 AR X OMEYL | GILSP | FEEFIH | A Fis4ES A 10H
MR FLRAGE | PE7777 ) ¥UAFRIF A VA RVP2 R 1 R 1
ik A-ETE BAva” A1/ VAHVP3604% (IBDV VP2, ND
V F. Meleagrid herpesvirus 1)

(IF) B AW ED X5y

GILSP : HFER7eBEEERSM TUSN CITHTEAHIR S du, TRIRMEN 2N L HD =, fe/ROJEHES ik
HEEZHDLZLICIVHEREEZTH2ZENTELHHD

B7at =1 JRIEMED B D RTREMESMK < . 23D GILSP IZE £ 0 D

DM o BRI TUSN CIIBEAHIR S v, b MU O E R AR R B 21T 5 =

PISMTITIREMEIE RN Wb D & LT, GILSPAHY OILBBSIEFE 2 #5 Z &I kY fﬁfﬁ#
ZTHILENRTEDL LD LIS NTZLD



