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1792078k

O Efn -2 BUEWS 1140F (S F84ETH 13 H HILE)
BEiEF
v - ; #A| = -
' X F 4 EBRFHBAEMEOEEOA e gy FABM i =
DE5
1| HAEMRASH: | ARERIER ==l JR R 18R 8 A GILSP |PEZERIH] | FERk174E2H2 A
Brevibacillus choshinensis HPD31-M3%E
2| HARSIKTERA | raiFias iR 18 m 78N dan)ha | Z O | FEEEFIH | SERT742A2H
=t F4-178%
3| AT BUEHRA S | KA EEDEPUR R A EE AR s EA GILSP |FEXEFIH | ERR1742 A2 H
Brevibacillus choshinensis HPD31-M3/pNY326
ERA
4| s BEERRASH | IKPFEEPESUR R BRI EA GILSP |FEXEFIH [“ER174F2H2H
Brevibacillus choshinensis HPD31-M3/pNY326
ERA
50 KM Afny” JARREC | A AR IMTET V7 338 BLEAS T-(alb)EA GILSP |PEZEFIM [ FRk174F2H2H
=1t Saccharomyces cerevisiae YBXTHE
6| KM f4ny" JARREC | A4 2 AXIMTET V7™ 338 BLEAS T-(alb)EA GILSP |PEZEFIM [ FRk174F2H2H
=t Saccharomyces cerevisiae YBXTIE
7| BAEMRASH [ A-2x3-EAAADV)g I FVEBIS FE AN Y |2 Ofth | FEZEFIH | ER174E3 H 8 H
207V AACNPV Il
8| AR EH  |7/F)0 V7A+7 nza—t=s 3B Apx 1 A8 A |GILSP | FEFIA | ERk174E3 H 8 H
KAGEESNT113F%
9| BAEMRKSH: 7770 V97" veza—tox i EApx [T fs 738 A |GILSP | FEZEFIH | ERk17453 H 8 H
KAGEESN1074k%
10| BAEMKRESH | 7790 Vi7" wnza-t=x SR Apx #5738 A |GILSP | FE(FIH | SER1743 A8 H
KIFHEESN1166kk
11| BAEMRRSH [ BeaF b)) V8 Ry /b BRBUR O 2 |GILSP | FEXEFIH | SER174-3 A8 H
14
12| b pE st | e BRI AR K -85 738 A Brevibacillus | GILSP | FEZEFIA | SER 17438 H
choshinensis HPD31-M3/pHT110EGF
13| EHve e | OVIERT VAVE A EE A B G KIS E GILSP |PEZEFIH] | ERR174E3 H 8 H
# BL21 (DE3)/pW6A/3BoPrP
14| dBEFE— Z4L0Fy | BafaF ) -] =520 VN2GS) K s |GILSP | EEEFIA | k1743 H 8 H
Rtk JFPEE A ERTPUR RS T8 A KGR K 24%H
HIM83 DFFEARTB 14K
15| BAL WA 928 | A IR AV Aenvid s 1-(gp70) 5 A KA B pEL |GILSP | FEZEFIH | k1743 A8 H
=tk R
16| ViRt VI~ 0BG T E AN IBE LA IRFEVA | O | BEEFIA | ERk1743H8H
rBNV100
17| Rkt AR B=T 20 SBAG T E AL L A ARIEIAVA | Z O | FEZEFIA | FA74-3 A 8H
rBNVyS2(-)
18| KM/ A4y JARKEC |2a—hy AW UAVAF 2R [ JE B 2 <V 79R94vA | GILSP | BEZERIM | SERR174E3 H 8 A




19| VR ARV Y= 20 AL - E AN IR RFIAVA | 2O | BEESERIH Rk 1745 A 31 H
rBNVyS2(-)
20| RIS | fa50E R4/ VA(Feline Immunodeficiency GILSP |FE¥EFIH | FR184E3H20H
ft Virus; FIV)H Kgag p24-env V3-V5il& &
HE PEATBAR T-(gag p24-env V3-V5)E AK
J5 % (CIEco/FIVgag-env)
21| BARE W IR (9427 FA voMza—t=s ORT M AV VEEHPEAE |GILSP | PEZEFIA | FRk184E3 H20H
A=t {5 T-(Mycoplasma hyopneumoniae ciliary
adhesin proteinP97gene)E AWK S5 5 Y S-198K
220 ATV N vBE |3 BRI VAR S 1B AN TRV AVAALVAC |GILSP | FESEFI A | k1843 H20H
Ath (vCP97)MI(vCP97)
23| HARIET M A MR VA& s 735 AN TREVAVAALVAC |GILSP | FESEFIH | FRk184E3 H20H
2V (vCP97)Zenoaq(vCP97)
Ea I
24| HAEMRRSHE (7790 vI27 wnza—tox 3R Apx | i s 8 A |GILSP | PEEFIH | FRk184E3 H20H
KIGFHESNT1134k
25| HAE#FERXSAH: |77F)7 VA7 vnza—t=x i K Apx I s 38 N |GILSP | FEEFRI A | ERk184E3 420 H
KIGEHESN10744%
26| HAE#FRXSH: | 7757 VA7 vnza—t=x i SR Apx s 38 N |GILSP | R | ERk184:3 H20H
KIGEHESN1166£%
27| HAMRR S (R ER 2 n - A 78 s A GILSP |PEZEFIM | “FRk184-3H20H
Brevibacillus choshinensis HPD31-M3f
(2°-1-1£F)
28| b RS | eh BRI kR K - S T8 A Brevibacillus | GILSP | FEZEFI A | k1843 H20H
Zan choshinensis HPD31-M3/pHT110EGF
29| KMA f4uy Jakk | 70F )83 V7A+7" pnza-t=xifil iR 1 B kA |GILSP | FESEFIA | k1846 A 12H
Ath S 7R R BB AR - (omlA-1)E N K5 AP2
014k
30| KMA 44y JaER |75 8 Y727 pnza—t=r i 3E R AU B S A I | GILSP | FESERI A | FRk184E6 A 12 H
Ath )5 R AR BB S T (omlA-2)3E A\ K 5 AP202
B
31| KMA Afuy™ 1Ak |70F )0 vA-7" peca-tox i {ERISaRI B sk sk |GILSP | E2ERIA | FRk18d4E6H 120
Aatt RV E R [ B R 1 (omlA-5) 8 AN KI5 AP2
05k
32| KM A48y Jakk | 70F)8 v 47" bnza—t=x i sEApx 1 BB 1 |GILSP | PEERI T | FRk184E6 H 12H
Ktk SEHEAR T (apx 1A) EAKIEAPLIO1RE
33| KMA 40y Ik |75 )8 V747" ynza—t=rf K Apx [ RifBEIRER B |GILSP | FEEFIA | FRkI84E6 A 12H
Ath FEBUBR T (apx ITA) BAKIGEAP1024K
34| KMN ATy JARK | 705 )0 YA+ 7" hnza—t=2 R ER Sy RABL Apx I | GILSP | PEZERIH | FRk184E6 H 12H
Ath RTBRIAER 1 38 Bl R 1 (apx HIA-dNC2)E A K
155 AP 1334k
35| BRAEHA-T 7" | Cryprosporidium parvum® K v)” {MEFE |GILSP | FEFIA | ERk184:10H 12 H
Weamh)ay sV Ny R pE A AR T (P23) A K B
v (Escherichia coli)JM109(DE3)FE(CSEE)
36| MR EHA-4" 7" | Helicobacter pyloriiyv7—t" juyn VEFEAE |GILSP | FEXEFIAH | FRK18FE10H 12 H

Yza=Myay -y gn
iV

15+ (ured)E N KNG (Escherichia coli) XL1-
Bluetk(HP-ureAtE)




37| MR EAA-1" 7" | Helicobacter pylorifa V-1 Jun VEFEA S |GILSP | FESEFIF | EAk184E10H 12 H
Vza=pvay v gn 61 (ureB)E N K # (Escherichia coli) XL1-
" Bluetk(HP-ureB#£)
38| KM/ A4y Jagk | I Pz i B OR R AR PO HUR R BUE S |GILSP | PEZERIA | FERk194E6 H6 H
Kt T-(spad ~6)E N K5 H RSPOFE Rk AIFE 5-328)
39| KMA 40y JARE | N AUV -hvbv g™ ol ME 28 SR R RE AR 58 |GILSP | EZERIA | ER19F6 A6 H
Kt FEHUEAR T (toxd-SQ)H N K5 BEPRX- 1EK 7ok
HIFL5265)
40| bf pEEE S | eh BRI R R K T8 AR 1A Brevibacillus | GILSP | PEZEFI A | k20474 A30H
tt choshinensis HPD31-SB4/pHT110EGF
41| KMN A4y JARK | =a—=hy AW vad SRE R B 38 BLEIRF-(NDV-F) |GILSP | EEZEFIH | *ER204F9 H S H
Xtt AV IRTAVATRDROTRGEAIFE B T ia-UN)
42| BARRIT I [ E MR VA& s 75 AN TREVAVAALVAC |GILSP | FESERIH | FRk204:12 A 25 H
At (vCP97)Zenoaq (vCP97)
43| KMN Adey” ARk |8 V7 777 nvt7 Tl R 2 S R g | GILSP | EEERIH | FRk214E11A9H
Kt FE 7 BAR T (mdnt) BN KIGEBTS BRG]
R 5266)
44| KM ey JARE | T8N 770 0hn 07 vk (G AR Je ONCHY) | GILSP | FEZEFI A | FRk224E5 H 28 H
Kt R BT R E FH E AR
(CorACAS-1) A K HrCorAC24 1%
45| HARRIETIERE |9/ ony- R85 T3 AN 20 Fan) /A Z M |FEESEFRIA | SER229E5 A28 H
Att BmboT#k
46| HARZIKTIER |aftaye) =7V /(Der f 2@ T-E AN N | ZOM | EFHERA | FR224-5 H28 A
A&t 20/ ABmDF2kk
47| RS A=A |22ty AR VAR KPR HVE B AR T(FiB{51) |GILSP | FEZEFRIAH | FErk2444 H25H
y b OB A A VAHVT-NDV/FAE
(Meleagrid herpesvirus 1)
48 | tRA AR (A HOREERIER T n =~ R B A5 E A KR |GILSP | FESEFIH | FRk244-6 H 14H
AFV=F7/0 47" 7 | EBL21(DE3)K (Escherichia coli)
A
49| — M HENE | arodB i KB RIFEARO A-EC341958k |GILSP | FEEFI A | FRk25455 A 20H
MBI FEL ISR | (K W 9IE. coli) (Escherichia coli)
21
50| KM/ A4y JARR [ T8 A 070 0hn 707 ) Pvd (MG AR & OCHY) | GILSP | BEZERIA | FRk254-6 A 13 H
At H R BT s FH B AR 1-(CordCA5-1) 8
A KA HErCorAC244k
510 KM A4y JARR [ T8 A 770 0hn 707 ) hvd (MG AR K OCHY) | GILSP | FEZERIA | FRk254-6 A 13 H
Xtk HR BT S AR T-(CordCA5-1) E
A K HErCorAC24 %k
52| BARL W yIER | B IRV AenviE s T (gp70) B A KIS pEL |GILSP | PEZEFRIH | FRk25%F6 H 13 H
Rt 73
53| BARE W Ik | RIS A SRR B Stx2e D AR A B | GILSP | FESEFIA | k25412 H20H
Ath AR F-(mstx2e) A KN B H-28kK
54| KMN 1oy kg | EE #HESx2eDBY7 22y MBI T & Oy b |GILSP | FESEFRIA | FRk264E3 H25H
Ath SKCOMPAW N 2 Wb VAR T (stx2eBm-COM
Pc)E N KB STXCHE(Escherichia coli)
55| BRI T |{BYME7777 VX0A3ER A VA SR VP2 R H 7 BLIE | GILSP | FEEFRIA | Frk264-6 A 10H
Kt A B BAA A9k vHVTO13-69%%




56| Meiji Seika77h~ | A% R BER BR 2 =L K 7 1B s 38 A KW | GILSP | FEZEFRIH | k2743 H30H
Atk B BL21(DE3)#k(Escherichia coli)
57| KMA A4y JARE (K7 V7 777 nydt7" Fh i sk w8 A R i 82 | GILSP | FEERI | ER274F6 H 12 H
At FE7 BB A (mdnt) B K G EBTSHRGR AR
5266)
58| KMA A4y JABE | K P2 B R R R R g B A B 38 BB (s | GILSP | PEZERI | FER274FR6 H 120
Ath F(spadA6)F N KM FERSPOIK(GRAIFE 5328)
59| KMA {4y JARE [N A9VT - by h™ f R e E 28 SR Ry FE S0 52 3 | GILSP | PEZERIA | ER274F6 A 12 H
Att FBUBAR T (toxA-SQ)E AR PRX- 18K
(FBIFE265)
60| H ARSI TIEM |1a/)-Tzny - TV 78RN 2N Fani/ VA | ZOM | FEEFRIA | k2748 A 17H
Ath BmfelFN-afk
61| HARRIETHEN |J A mymy vab kP EGURE B8 BUER 1 |GILSP | FEEXEFIA | EAl284F3 H2H
Att AN THREIAVAVCP2296KE
62| HAMEA S L | ME BAGEE H R 2B T EAKRGE  |GILSP | FEEFIA | 2943 A 7H
8-3-6%k
63| HARBRIETIER |raA/f-Teny - TV 7B FEAN N Jany (VA | ZOML | FEZEFIA | ER2993HTH
Att S-BmfelFN-afk
64| HASE W IR | S B MR YAV AenviE s 1-(gp70) 58 A KM EpEL |GILSP | FEZERIH | k2943 H9H
Kt 73
65| NS BERIE | Ne K O E™EBAR T KABAVOANE TRIVAVAEL | ZOfh | FEZEFIA | 2947 A 18 H
A SE T ddBVD Tub 1%k
66| KNS RERIE | No e O\ESEBAG T KIBAIAVANE TRIVAVAEL | Z O | FEZEFIA | 2947 A 18 H
A SE T ddBVD Tub 2%k
67| T -V N VERIN | 22—ty AR IAVAR RF 2 VB B AR T (F) A et | GILSP | FEZEFRI A | FRk29E10H 27 H
=tk MEBESUE 22V A K gBE HE B 15 1 (gB)E
AL B 27/ VAFC1268RFW 194(F, gB, Mele
agrid herpesvirusl) (%52 ZFW194)
68 | FRENSHENASHF | 22—ty AR A VA RF R FVE BAS 1 (F) {5 %2 | GILSP | FEZEFRIA | FRk29-10 H27H
ZERT MEBHSUE KV vAH KgBE HE B F(gB)E
AL B A9 VAFC1268KFW 194(F,gB, Mele
agrid herpesvirusl) (A3 5FW194)
69 | KMN Adny" JARE |78 A J70ghn" 707 I FvA(ILIE R AT % ONCHY) | GILSP | PEZEFIA | k30451 A31H
Lath FR SR BH AP B i i AR T (Cord CA5-1)E N
K #rCorAC248k (GFRK7™ 7V 1)
70| KM A4ny” ARk | K P22 B Ok KRR 3% g B BUR R BLIE (S | GILSP | FEEFIA | ERB0FE1A31H
At F(spadd6) BN K FHRSPOREGHRAIFE 5328)
(GEEK7" 7v/})
TL KMA ARy JARE | N AVVT - A by g™ ok 7 28 S8 pi7 R 3 5E 75 56 | GILSP | FESERI A | SERR304FE1A31H
Xtk FBLBAR T (toxA-SQ)E N KI5 B PRX- 1K 7k
BIFL5265) (GHRKT 77/1)
72| KMN A0y JARR |8 V7 777 nvdt7" Fhb k28 AR s |GILSP | PEERIN | ERR304FE1A31H
Xtk B A5 (mdnt) BN K EBTSHE
(GRBIFE5266) (GHEK7" 7/1)
73| KM Arny” JAkE | T0F)8 Y727 nza—t=rfl SKApx THBRIAE 4 |GILSP | FEFIA | FA304E1 A31H
Aatt FEEBLBAR T (apx [4) HA KRG HE AP101EE
74| KMA Adny" 128k | "TsAbs 7 BeA A =04y a2 7 v 8 2 B |GILSP | BEZEFIA | FRk304E1 A31H
Xath B BB E ARG EI4Z68E

4




75| KM AAny JARK [N AVT - by d™ fR I ER A8 SR Ry RS B 6 R 3 | GILSP | PESERIA | ERB0FE1A31H
At FEHLIBAR A (1oxA-SQ)E N K PRX- 18K (7%
BIFLE265) (AAH)
76| KMN A0y JARK |8 V7 777" ovkt7" Fh k28 AR G |GILSP | PEZERIN | ERR304E1H31H
Xt HE 75 38R 1 (mdnt) B K G HEBTS
(GHPIFE 5266) (AEE)
77| KMN Adey” JARE |78 A" 0700 hn 707 I FVACITE R AT % ONCHL) | GILSP | PESEFRIA | k3041 A31H
Xt R BA TR B3 B AR T (CordCAS-1)E A
KIGErCorAC248k (AFE)
78| KM A0y JARK | K P2 B R R HE AL 36 g B AR 0 26 BB s | GILSP | PEZERIN | SERK304E1H31H
Xt T(spadA6) BN K G ERSPOIE A FE 75328)
(&N: )
79| KMN Adny" JARE |78 770 05N Fh7 VA SRARI Z @ £ B8 | GILSP | PESEFRIA | FRk304-1 A31H
Xt 5 (CorA6b-2#)3E AR5 Cor A6b-2#1%
80| KM/ f4ny™ JARK [T A I7)0h- N 587 U HVvAH SRCHIZR g 4 1 /E & | GILSP | PEZEFIA | k3041 H31H
Aatt {5F-(CorC6b-1b)3E A KM E CorCob-1bE
81| Henr BUSEPR Sy | KM A R JiE 7 28 B G675 58 (mStx2e) FEAE | GILSP | EEERI A | SER304FE11 H 27 H
T B {58 N Escherichia coli mStx2e3B2ARE
(B2 5 : S-39)
82| ALK | VTR R R FE L 07 A vFK m A& F2%  |GILSP | EEFIA | FA304FE11H27H
Zan (MPSP2)%& BLiE A5 1 (mpsp2)3E A Brevibacillus
choshinensis MPSP2/pBIC3#% (753 5 MP
SP2/pBIC3)
83| HARI T M | AIRENBUEIA VAR SRLTREAG I DNV 95 | h7a7 -1 | FEZERIA | ERB14E2A 1H
Aatt TAVATRL (IM/102WHK K& U'MDS#K) - Hi >short
region (IRS, USKUTRS) i&f5 1 AMDV
CVRM2-RN1250%k
84| JEMIKEB T | KAV I0AVAR SRE2IB AR -3 A0 vatE FHIVA | 2 oph | EZERIH | SFoc410H3 H
2= FE S R A P WALZRICP7 E2alf#k (E2, Bovine viral diarrhea
virus typel “CP7”)
85| EMOKEEZ B | CSFUAVAH SRE™BIRTE AN Fany Vi (E™, | Zofth | FEEFH | SF24-2H5H
RIESFRAT | Autographa californica multiple nucleopolyhed
rovirus)
86| tr JEEMERNE (V)T (Dermanyssus gallinae) H¥KFer2®yER |GILsp | FEXEFIA | S F243 A 13 H
tt B F-#HLHA X Brevibacillus choshinensis HPD
31-SP3#k (#kplFC 5 : pBIC3-his-Fer2)
87| tr JEEMEE (V)% (Dermanyssus gallinae) H¥CatL-283E |GILSP | FEXEFIH | S F243H 13 H
iR & s #HH4 2 Brevibacillus choshinensis HP
D31-SP3#k (#%5IFC 5 : pBIC59-his-CatL-2)
88| HAMHMERSAL (A AVV7 - bvhvh” sk 48 BRI R AP 5% | GILSP | FEERIA | 248 A28 H
BaHEAKGETHIOIEE (mutant recombin
ant toxA, Escherichia coli)
89| —MUEINENH | K, LEE B B K SpaChvn VE AR T8 AKGE |GILSP | PEEFIA | SF24E10H 140
RAEYBLFHGE | 10-5-18% (spaC, Escherichia coli)
Fit
90| KM/ A4ny JARK | T8 A 1700k~ 507 ) Hvh (g R AR K ONCAY) | GILSP | EEEFIA | B Fn24E12A4H

Aztt

H R BA TR & B AR 1 (CordCAS-1) 8 A
KB ErCorAC24kHk




91| KMAN fdny Jakk | K22 14 H SR R R 22 g Bh i B R S BLIB {5 | GILSP | PEEFIM | S Fn24-12H4H
At F(spad46) 5N K ERSPOkIE
92| KMN Adny JAK | K V5 777 ny3t7" £ i Rk M5 28 S B2 RS 4 | GILSP | FEEFIA | BFn24-12H4H
Xt BE 75 38R - (mdnt) N KI5 HEBTSkkE
93| KM/ A4ny" JARK | N AVVT - by h™ Sl e m 28 BRI R FE S50 7 R | GILSP | PEERIA | Fn24:12H4H
Xt FEBIEAR T (toxA-SQ)H N KRG B PRX-1kA%
94| KMN f1ny JARK | S FEStx2e DBY7 22y MBS - L Oy M | GILSP | FE¥EFIA |5 Fn24:12A4H
Att SECOMPaAMN AW b MMy &AL+ (stx2eBm-COM
Po)iE AN KA HE STXKMIE (Escherichia coli)
95| HAEMRRSAL | 7750 VA7 veza—tor i K Apx DEIGFE A |GILSP | PEEFRIA | S F34E10H28H
KIGEESNT13%k
96| HAEMHRREAL | 7)F)0 V747" bnza—tori SR Apx IDES T [GILSP | FEXA A | A F34£10H 28 H
KIGEHESN10744%
97| HAENMEX S |7/F)0 V747 vaza-t=r K Apx TIE S 738 |GILSP | FEEFIA | S F3410 A28 H
AKHAHEEESN1664#%
98| /F)-N ¥kt V)t (Dermanyssus gallinae) HCatl—|GILSP |EEXFIH | SF44E7A29H
2 s X Brevibacillus ch
oshinensis HPD31-SP3 £k (G&BIEE = :
pBIC59-his—Catl-2)
99| 1)F)-N ¥kt | V)t (Dermanyssus gallinae) HHFer2 |GILSP |FEXEFIM | S 447 H29H
HE A& s - 2 Brevibacillus cho
shinensis HPD31-SP3 ¥ (G&BIFC = : pB
1C3-his-Fer2)
100| —fEMFIENAE ({BYPE7777 VX9AZEF/IA VAR RVP2 B HE |GILSP | EEFIA | S F44E7 290
Wl e | FEBLE s R AL A Ay hA HVT-1B
T D 9 (IBDV VP2, Meleagrid herpesvir
us 1)
101 | —fEHEENAE | 220y AR A VAR RFE A E B S 7 L OMEY | GILSP | FEZEFIH | S FIS4ESH10H
WIRL L EGE (7777 ) ROAZEIR A VAR R VP2 IR AUV B s T8
A At B 2 vAHVP360KE (IBDV VP2, ND
V F. Meleagrid herpesvirus 1)
102| —MXMEENAE [RYPET 777 V302285 VA SRVP2 8 VB 8 Bl | GILSP | FEEFIA | 66 H4H
MR L 2T | AR F K O 22—y AV IA VAR SRE R VB R 5
3 BE T8 AL BN AU/ VAHVT-TBD-ND#42-
#30 LP C2 (IBDV VP2-NDV F, Meleagrid he
rpesvirus 1)
103 | BRASHRBREE |2y AR VAR CRF R A E BT L OMEY (GILSP | FEFEFIA | SF6411A7H
A SR T PE7777 VRUAZEIRIAVAR K VP2 B A EE R T
AL B A VAHVP360 ¥k (IBDV VP
2. NDV F. Meleagrid herpesvirus 1)
104| W7okttt | RAVI-720v a 4i&f5F (Canine IFNad) EA | 2o | PEEFMA | S 6tE11HTH
AF3” Ca40K
105 97F)-n KRS | $vexd-zv7) 747 A AH KSse] fvn' VE s |GILSP | PEZERI A | S Fn74E4 H 22 H
R A7 Ve N VAR pBIC3-his-SE-Ssel #£
106 | KMA 4y JARK | T8N 17V k-~ 707 VHvhE SRARL 2R Jog 8 1 | GILSP | FESEFIAH | 5 Fn74F4 H 22 H

{ztt

{5t (Cord6b-2#QE) H A KM5H CorA6b-2#k
#k (Escherichia coli)




107 | KM A4y JARE | T8~ J70 900 507 Fvh B RCHIZR & 8 A& |GILSP | FEERIH | B Fn744H22H
Kth {5+ (CorC6b-1bQE) & AK51 CorCéb-1bk
¥k (Escherichia coli)
108| HAMRA S | EEARAEEFR2e MBInHEAKRWE |GILSP | FEXEFA | SF843HSH
8-3-6 1
109| —fMENEANE | M2 BAGRE HR2eMAY7 12y MNEIR 138 |GILSP | FEEFIH | 583 ASH
KB ZTE | ARG E4-16-TE (mrstx2eA, Escherichia coli)
G}
110 | 78RR | 7/70-7" A AF0AVAHDRE™ AR EAREN) A |GILSP | EEEFIM | S HN84E3 H27H
*t VAvVGPE-/PAPeV E™#k (E™. Classical Swin
e Fever Virus)
111 ESTRBEREUS | AR WA AP0V AHSRE™ JBARTE KB |GILSP | PEFFIA | S 843 H27H
Ean VAVGPE-/PhoPeV E™#f (E™, Classical Swin
e Fever Virus)
12| BARE WA 9IEE | Tr7e=7 ~ AFOAVARDRE™ RS AKE A |GILSP | PEEMI A | 5843 H27H
X th VAVGPE-/PAPeV E™f% (E™, Classical Swin
e Fever Virus)
113 | HARE WA 9I8K |42 UMIN AFTAVARRE™ JEARF-EAREN) A |GILSP | PEZEFIM] | B AN84E3 H27H
K&ttt VAvGPE-/PhoPeV E™#% (E™, Classical Swin
e Fever Virus)
114 | HRASHRRE | & VP2 HEAEBI FEARN VR 9{VACPV |GILSP | FEXEFIH | HHI847H 13 H
i AEHFZE AT 630a tk (CPV VP2, Protoparvovirus carniv

oranl)

(F) Bis Rz AmED
D REERZeBERRSRME T LSN CIHE AN HI R S 4L, JREPER RN 2 E DT
HEZHLZLICKVERELT 5208 TELHD

PERME L, 2D GILSP IZ&FNn2ndb o
D RFERZeEE RS T LA TITHIAE S HI IR S 4v, & NS ORFE 72 MRk B A2 1T 5 2 &
IERNWE O L LT, GILSPAHY OHERES IEHE 235 2 &1 X0 %

GILSP

BT -1
Z DAt

PAAMZ IR

FRIFPEDS & % Al RE

53

ETHILNRTELbD LM bD

B/ NROJEHP 1R




