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pH activity profile for Ronozyme ProAct
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The comparison of amino acid sequence between Alcalase and alkaline
proteases produced by Aspergillus (some are known as food enzyme
producers)

DNA sequences in amylL and xylA loci
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Absence of genes of concern

DNA sequences of pJPV002 and pJPV003

Outline of pJPV002 and pJPV003 construction

Insertions of pep10R gene expression cassette

Gene deletions in JPBLOO1

Digestibility of 10R protein in a product formulation

Sequence homology of ORF's in the amyL locus on the genome of
ProAct to proteins from MvirDB and allergens

Sequence homology of ORF's in the xylA locus on the genome of
ProAct to proteins from MvirDB and allergens
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The analysis of residual DNA in Ronozyme ProAct® by means of dot
blot hybridization
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