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Abstract
The standard influenza vaccine for CCA (chicken cell agglutination) is listed and distributed in the National Veterinary
Assay Laboratory Standard biological agents under the Notice of Ministry of Agriculture, Forestry and Fisheries. As
a reference standard, we used it to test for the potency of the inactivated virus stock solution of the horse and swine
influenza vaccines. We measured the CCA titer of the two lots to evaluate the stability for five years post-manufacture.
Lot No. 1 and lot No. 2 had titers of 1,035 and 1,000 CCA/mL, respectively, which were within the acceptable range of
1,000 £ 5% CCA/mL. We confirmed that these products had sufficient stability for five years as the reference standard.

25
A TN T 25 (CCAH) &, BROKA Y 7V WY 2 F 2 ORELY A )V ZAFH O
iR 3 2 e & L CL B IR S A R A AT BUAR ISR S L, AT ST %0 SRS
B L 7R R ORE SEBRORER AR T A 7201 CCAMiEME LR, ay b1 oy b 20h
filitd Z 41241 1,035, 1,000 CCA/mL &, 1,000 + 5% CCA/mL OFEFFENTH ) . 5 ERE R D IR
ELTOmMENHERSI N T,

wE

CCA (Chicken Cell Agglutination) flilfl2&EkIZ, KL PIKA > 7 Vv HF T 7 F v oBEPRTRICE
VFBAREL Y A OV A FHEOTIMRERD —2 T, FEARMEKE VT 7 F Y OFEEEHE S TH LA TV T
ZrOEEE L. ZOJf (CCA ) 2R NS 2ETH L, [FH#EA 7V HFT7F 2 (CCAH) ]
(LIF [CCABEH#Ef ] L9 o) 1E CCA Ml 72 3Bk 2 B\ T FEEBRAT R & L TRV & A EEHER T,
RE N EGGERIZERT (LLF TG L vHo) oA S Twiz, LAl e NVADAS Y 7V v
JFUTRAT) y NI FUNERERD FIHIC L o> THOEBDK & W CCA Ml E 7 & — e
RIEILFEN L B2 MBI AT L 22 &b BRI S CCA MDD AFHEEIZ % 5 Z LA FRS
Nrz7z0, B HAEY FHEA O mBEHERO 72012, P23 4FEED PR 27 B2 Feht S MBI IR 3K
WAEMOES 7Y =7 b [ S HADFR S EEROMER] O TZOREBIZNYHAZLDTH 5,
BERMRTH LA v 7V 7 A )V A B/ KR /2/70 BRIZILEE—=4&7 7 7 VA&t 655 %2 %17,
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Z DUEMEAIEAL Y AV AL H AR S AR REE L 7. P27 2 AIC. 2O SR DR
&by M Nol 8 (A5 2015). Held TRIE S HIZid T v N No.2 238l S, B SE ik
APTIEE A S R A AR (BOA AR B ARA 1970) 12250 &, B ISR O BESER S0 L CliAT &
NTWb, 8Lz CCAEREDBTIACICTHREINTEY), SREESEROLEERBREE/HL., 0D
il 2 1T - 72,

MER OB E
1. CCAREmA
ICTRE ST/ zm Y k Nol (P27 42 AfE) RU'my b No2 CHi274F 8 HilE) 2&h

TN TIVEERT L 720

2. BRMEKFEBER

B W72 B AR IMERT SR L. SERO M H I SPF# (65 Hiln) 4 WA 5 38wh% 7 TV T+ 7 A
B (8 L7 4 OV AFDeHEE T3 MRS, KB ZPu&EEH & L TERIM L. Dulbecco’ s Phosphate-buff-
ered saline (Thermo Fisher Scientific, Waltham, MA) T¥Ei& K OVEEEFELL 72,
3. AIEE

g EERE O (BE 5 2015) 12 37— A VY UAEERWE LRI X ER-L 72,

5%
Bk 5 F 15D CCA HEHE T O CCAHilZ T » b No.l £ 2 v b No.2 TENZFN 1,035, 1,000 CCA/mL T, %
TERF 23R 9E L 72 G AMEFPH T 5 1,000 £ 5% CCA/mL O#EPINTH -7z (F£1,2),

ER
SR 27 4E 2B S 7z CCA B G O B RF O T v b No.l & H v b No.2 @ CCA fiil& % #1241 1,000,
1,050CCA fii /mL Td > 7zo #i&EfAT v  No.l TlE922HH., Ty b No2 Tk 6 2HHEZ T30
L. AMEFRFHNTH S L &b o TREMLMER L 720 4%, 4C TRE P ORERER DOBER 5 FE D%
EVEZ CCAMMIERBEIC L VAER L2 2A, By b Nol &0y b No2 Dfiid V3 AREFEFHNT
Hol-Z b, TOREWIHRTE, BEHEGE L TORRMEHEE SN,
Sb 51 &kt E CCA MMERERIC X W ZEMEZMER TS L & BIT, BARIIIS U THAHD v 23
L. ZEMNREEROMGICID ML &L LTWwA,

5| A 3Rk
OO, BIOFE AL KA ELE] (2015) EH#EAL VT U
AR AT AR 52, 133 — 136

HEMT. EWRFEME, RIBEE, TR
7F v (CCA ) o#lfh BhYEE

B (1970) B R SE SR A TR e SR ERCAT BLAE . IBAI 45 4F 5 B 1 HEMKE ¥ 637 5

106



kA VIV T 7 F v (CCA M) DREMIZOWT

Tablel : Stability test of CCA standard Lot No.1

H *
Post production date of test igé:/trenri)
0 month 19-Feb-2015 1,000
3 months 20-May-2015 1,020
6 months 06-Aug-2015 1,050
9 months 02-Dec-2015 973
b years 04-Nov-2020 1,035
*  Acceptable range : 1,000£5% (950-1,050)
Table? : Stability test of CCA standard Lot No.2
H k
Post production date of test igé;\l;:qri)
0 month 06-Aug-2015 1,050
3 months 02-Dec-2015 1,010
6 months 16-Mar-2016 1,026
b5 years 04-Nov-2020 1,000

*  Acceptable range : 1,000=5% (950-1,050)
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Abstract
The application of next-generation sequencing (NGS) technology to investigate pathogenic microorganisms of livestock
origin at the whole genome level is expected to enhance livestock hygiene and public health. In this research, we
explored various subjects using NGS technology. Antimicrobial resistance is a global concern for human and animal
health, making it essential to understand the mechanisms underlying the emergence and transmission of antimicrobial-
resistant bacteria to develop and implement effective countermeasures. We conducted a detailed molecular
epidemiological survey of antimicrobial-resistant genes of the bacteria isolated from livestock and companion animals
by NGS analysis. In the case of swine erysipelas (SE), we detected Erysipelothrix rhusiopathiae, a major disease in
pigs with characteristics comparable to those used in producing live vaccines in the field. We compared the genome
sequences of a live attenuated vaccine against SE with those of swine erysipelas field isolates and investigated the
relationship between them. Classical swine fever (CSF), characterized by high contagion and mortality rates, occurred
in Japan in 2018 for the first time in 26 years, prompting the implementation of vaccine-based quarantine measures.
NGS analysis revealed the RNA genome of the virus isolated from the CSF outbreak, which was then used to assess the

vaccine efficacy.

g5
KRy — 7 % — (NGS) Hffix H W CHREHRWEMEN &7 ) AL NV THRRSL Z EIX, BE
BAEROAREEON LICEBNT 2 W CTE L, K70V o7 Mg TR, B4 2 iR EI2 NGS Hidfr 2 H
WD A7, BRI AT OB O A2 R RBRETH D . sR R E 2 RE - T
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B2 OVHHIMERE OFE - (EIEF 2 BT 5 2 EAEETH L, D10, RERELEWICHET 2
SERNI 1 T 23D FERIM 1 AR T 12D Ty NGS AT IS & 0 36/l 22 0 TR AR A 2 M L 72 KO B
LR TH HEITETIE, ET 7 F VBEEARE AR R T O RIHER B TR S Tn b 720,
WRFF S RLE T 7 F v L WAV EER TR O 7 ) AEE A B L CRIE RIS O W TRET L 7ze BRVEG) &
B2 R L 3 2 RBULTPI 30 12 26 SR D IZEINTEHA L, 77 F 22X BB R ER S T
Bo FELIIRED 5L 727 4 )V ADRNA T/ L% NGS N TS 222 LTT 27 F v HRMEO R
(M RV

ws
T DAIF = HRIRERE OMEIRE RIE T 2 AW RERTH 5. LIzh> T, 7/ ALV T L
PR OFERE, FEHRIREBED O, #L, EERE, EREBTIEHTE2 2805, 4%
REWHER OCRREEOM EIZESEIHEMST 2 L MFTE 2, 202, kKt —27 29— (NGS)
e 7oy ) MMENTHAN & REHETHICBWTE R S, ORI &2 ME LT A v 2 ORI K O
PRI~ IE T 2 BRIEE R TH 5o

B8y
A70T 7 MiFgETIR. OFREFEESBHICBT 2HE KLY A )V 2D NGS & 7 EATH0l 2 #ES7 L
QFEFNM IR T IREDEIE - OWH, SRS FIRAINT 2479 2 L1 X 0 SERIMM LR REME R~ 1
WV ADFEE - ARTEERT 2 HEE L. ORBUZIEDS W) 27 EHIHERED 720 OREFEE R 2Rt v 5 2 L %
HiyE L7z

NGS #Eth D7k

K7ay 7 PR THERM L 72 NGS (X, A )V 3 F1D MiSeq System % 272 MR OFEHTIZ 1L, DNA
A Y ML OIER L 724 > 7V h 5, Nextera XT DNA Library Prep Kit (illumina) % H\», 3D 7
O M=)V LHETTA 7T 2FR L 720 RNA 7 AV ADMITIZIE, RNAFA* v MI2X D 1E
41724 > 775, NEB Next Ultra RNA Library Prep Kit for Illumina /% U Index Primers Set (Biolabs) & F\ >,
AEOTO P A WIZHELZTETTIA 77 ) 2 F R L7,

BILEXZBEICH TSI IF U MMEEET (ner-1 ~mcer-5) DRERRET / LBEN

I AF D) A7 FHEOBEBEERER D720 PR 13 ~ P 27 412508 S L7 E ROV E
FOHE, I AFYDOMIC 252 u g/mL LLED 330 #kiZHOWT, 2 AF VIRMEEIE T (mer-1 ~ mer-5)
DA R % B B RE RS & OILFEIZEIC £ 1) AR S O multiplex PCR (RAFE) 124 > TR, RO
KDV E X T Tldy mer-1(4 ¥ )y mer-3(4 B8 ) KOS mer-5(18 1% ) AR T2t S 1720 mer-1 13&TO
BCTIncl2 75 A 3 FEIZKH &N, MIHHEEIZETOETABUT TH Y FEDOEMET OMINEFED
SNAholze T2, mer BETHHRAT LTI A3 FIZOWT, #EIE TS % IS LB 217> 72 &
ZH, Incl2 7T A3 Fid, BEROKBREPSRET L7 I A3 FEHRIT W EE 2 S, Mo SEHIi 14
fZFeRE LT arol (K1-1)o —H. mer-3 LW mer-51%, BEDOT I AI FH A XK Inc o~
FAI PRI SN, —E0 7T A I PO &R T 2B A LTw/z (1-1, 1-2),

D bR, 3 AF Vi ERE T ORIEIIEH S 2 L KAEANERED H R\ A mer-1 1Z[F] UHY
DTTAIFIZEY . mer-3 R mer-5 1384 BTO T 5 A3 FIZL) ., B2 SBRICEES LTV 5 REME:
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AR E N2,

Salmonella Dublin D EHF| B4R 3 FRERFZRIBET

Salmonella Dublin (X, 2~ T/ BB S W BRGDR O EAR T, P 25 X OVPRL 27 1227 7 1 A
R VRER EETLHIMER OREEERHER) 24 BBO LN, IS0t 7 4+ 4 F T 4 (CTX)
*EOLLH (8~ 10#]) D S. Dublin Th V. BIZFEIIZIIT LIENT 2 iTo72L 2 A T4 THih
STV 5 S Dublin HISRNA 77 v R 7F A3 F (pN13-01125) EHBRORKE LTI AI P2 A LTz,
INHDTTAI FO Inc type 1, IncA/C2, IncX1, (IncFII(S)) T, 7' F A 3 F 1% Ok (a1 27
L7z (1)o P27 FEICHBES N 3 RRERD 75 2 3 FIZIE, pN13-01125 & [6 Ui PE#E 5T (blacvy-,
blatem-1B, strd, strB, aadB, floR, cmlA, sul2 L U tet (A)) ASi8& H L7z,

i 6 R TIX, W iid | S Dublin ICFFRMZ2HEEMET T A I FTHSHK) 75Kb @ IncX1, IncFII(S) 7T A
I NEALZD, 7723 FLEEHERFIZREO SN0 o572, 58 ~61Kb D IncN 77 A I FERA
FTAHMRTIE, UFET T X 3 F LI blatem-1, strd, strB, tet (A) 5 DI LB LT 25780 H 1172,

PAE, TNETEIFRL 2 LA S. Dublin OFFEDFRO S, TN BHRANC X 2168 & WEI2 T
LUREMEN D B 2 Lh s, BEFHEOMK, 77 F v BEEEICL L2 THOMTAEETH 5,

MAVGEEARNTOA 7 —HRE I E T 7OXK) CMEXBE O LS ER

Rk 24 EDIBESS 3 L7 y o AR ) ¥ (3GC) O#EISIMER SHIES N zhE b, BETOA T —H
KRB H D 3GC M PERAPEFBITAEFRF S N T D, WEINT D T 7 F V3G 3GC ZIIAHERE L T w7z iy
Md b L (Dutil 5 2010) . fAGA O HRO 3GC MTERBRHIZ & 2 2O MR ETE 2V,
FEHISK 3GC TR DIZ E A EDST T A X FIZ blacmy2 #RH L TWwhbo 22T, PR 23 ~F1K 29 41257
SNz A e FHERY 7 4 5 F 24 (CTX) THYERE R 86 #£D 9 B blacmy-2 % A LT 7z 65 4k (A H:
47 #k. B - 138k, CH :58k) D7 A3 F& JVARM TUUE L 725 16 ~ PR 27 12 BT 5 E O fi
HeZe 70 4 7 —HRD 3GC THERBGE O 9 b blacmy2 2R ET 5% (65 1K) OR@OAER T I A I Fizo
W, BIETECY & HUS U BRI 217 5 720

A b FHERD D B 18RI blacwy2 & FeBARIZIRA L. 45 FR1E IncB/O/K/Z 7T A X FIZ, 11 1
Incll-I y 77 A3 FIZ, 28 IncC 77 A X FIZRA LTz, KD 6 BRIZBHNT ST E Lholze TOR
F L0, A FHERABR TIlE. blacmya D% { S IncB/O/K/Z 77 A I FIBRAENTWDL Z LD55h o
72 (K2),

X512, IneB/OK/Z 79 AI FEDYIncll-l y 79 A3 FIZOWT, ENHED TSI A I FEEL 78
R EIND IncB/O/K/Z 7T A X Flid, FHi23 ~ P 24 4EI2B1T 5 A EIHRO—EB, B E & U C EHRD
IncB/O/K/Z 77 A I FERVERELZ R L7ze Incll-l y 77 A X N, Pk 23 ~F 24 FF12B1F % B [H
AT I A3 FOENHETT AI FERWEREZRL .

DB, o7 I A3 FPERNO 7O A 7 — RO KBGHE MK & 7L REE OB TRIEL TW 51
REEDSRIZ S 7z, 51 & & 3GC MR E O BFMF A OMS, PLEA OEEMH OIS LETH S,

ERATHRESINEZBLODOXF ) CMEER T FUKE (MRSA) DRF

NEE R E 72 5 MRSA (X, FRINIZ BT BIKEG TOILA Y R R 5 ANORIEDEEE 7 > T b,
PN T IR R il A I O ZIERIIK (B ARK) 72 &£70 5 MRSA A3 HE S AL, SR 30 470 & 1A K
AL HBY TCOMELZFMG L7z S0, EIN K O# AR 5 558 L 72 MRSA OMEIRTE IO TRRIT L 72,
SR 28 4E 2 5 SR 30 RIS TR & 0B L 72 6 Bk SERC 30 RIS E HBIHICB W THEEL 72 8 #k. T

110



WA — 7 T o — W RS EE ST BIT 2HIE L A W ADF T MENTHAR I3 kg

W29 ISR D 7 A N 55 4 HE L 72 2 R OV 28 4 [ OV 1 29 4F 12 i A KA & 43 L 72 25 #k
MRSA 2DV THEIETFHH 2 B L i B - E O spa BB, Multi Locus Sequencing Typing (MLST).
core genome MLST (cgMLST) &% 1T 72

LB COMRATIE 10.4% D B 5 MRSA D355 HE S L KRS O 5 A MIBIT 25821 0.06% Tdh -
720 % OMIE, WM THBES LTV STHIZSE L ST398 TH Y . 7 b T A 7)) Vit T kT
PEEIR T2 RA L Cw7zns, &R MRSA OFREETH 5 PVL BIZ T2 IREA L T o lz, &Gk
E o ARER & Tld. cgMLST 12 & BVEIRDI R DR H o 727%, THEBER 13825 3 DD ST HIR spa B
=T 5T hoMEEERETE VKR (F2. K3),

DEDRERN S L&k & AR O BIEME X G2 T & Bh o 7205 EINOIKEY; O MRSA s
B2 70% % 48 2 5 E DWW OPFFEIET BN D L ) ICEL W ED R EINT, T/2. AREER
BARTRAMEZBUZAND ) A7 RV EFHiS N T2 (EREETES 2019). Lol ENOKE
BZBWTMRSA DHER L 2\ X9, BlE X 2o Mo, fABEHOM LI X 2 PuRA O HEs
DB H OB FEORG O ML EEE L E 2 S/,

RRRUVEELZRIEEE L7 + 2% 2 AMMEXBEE O LLEER

R 29 4EIZBAE L - 2 ER 2 AT =4 U v 7Tk, KRG RIS BRI ERT, B
N ERE R P EESROB WA TH L EI MR 770 AR ¥ (7 5 % % 4 (CTX) 1xHd A
PERIE N E DR E N2 Z 2Ty PR 29 S0 HE L 72RO KAk CTX WiH AR B Rk 30
PRI OVt I 2R 25 ) T OSSP 30 4712 43 HiE L 72 8RR 7 KA ik CTXMR M A TR (R H s 20 R e OV 2 17 #%)
WZOWTHEIA TS A2 BT L. I EEEF OB, MLST AFIS AR X O MER O E L 1T > 720

ST &I, IMERL, RAEFEAETEIC OV TIE, 50 OVEHE 2 KA F Rk T 2612 ST131-025:H4-B2 A% b % <
(17.6% ~ 433%) . B - 77 %~ —LRIZT TIEANHEKRTES % CTX-M BID% { D5 Bibk CHERR S L7z
(64.7% ~ 76.0%) (F3)o F72. ZHIFEHR Y 7% 33— F 35 mdfiA)(100%) °. 73/ 77V 2 K% (29.4%
~ 66.7%) IV 7 7 H (47.1% ~ 56.7%) <% 7 T T 4 N5 (23.5% ~ 46.7%) PLHE K| O & (n - b #ERE S vz
I T OVERE 70 KA FH SRR X FRR O MR & 7R L 7225, CTX M PESR Im &I e T BE 2 K T - 72
ZEb, PLWANC & 2 GBI ERICEE L TV L REMEAVRIB Sz, —T7 . BEEZR R C b Ak
PR & ARz CTX MR AT 2 /R T HRATRD SN2 2 & 6, BURAITRS5-1 O A &2 O MRS, Bt
WHHEEFHO—BOMKSEE L EZ b,

RRDKREBFR Staphylococcus pseudintermedius D &= FiEHf

Staphylococcus pseudintermedius (SP) (L RO Rz § O FIER T, HA L&D JH Tbd b, Fr
A F 2 Vit SP (MRSP) XL AT % < BhIRBE NG DO I EME R A & O O f=4% o W FE M 2
LHEHENT WS, 22T HRIZBIF 2 KHE SP 2DV TEIATEH 2 HUS L. T4 E AT o,
SCCmec B3], MLST %47 - 72,

29 RIS, ZEOBYIRBEIRICESWTEIY KTz 6 70y 7 hSIRROKHKT T 7T — Ytk
TR ERW 133 AL L7z 209 B 1228k (91.7%) #°SP Td - 720 MLST Tld 69 ORI S,
3R ENENTA B STHL, 49 WA EG - ICH A SN TH o7 (£, STEHOTO Y 71283
DX holzhs T84 ST45, 71 KV 121 D43 Aild, T E TOHE & 1F8 % 572, ST71 13 MRSP &
LCHINEIED & L THRNIZE L STA5S QFFIZT V7 TEH W I L AiE ST 4 (Pires dos Sontos 5
2016)o STI21 (FHFAGIZ b D7 <L PR 27 £ D H AR TIE MRSP43 BRAF 1 BRASHES S L7248, RFHAE
TE2HFHIZZ V1T HREZRD, £ TMRSP Tho7z, T2y 720 DI MEEMETFIHE SN, 7377
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a3 FRFEFANS T M EERTA257 TROL . RWT B - T 7 5 A RERIMEEETF 7185, LT~
ZUIAFR T RIFAZ )R TrT7 ==k, b)ANT)ADMTH 720 KRARYA Y
) ARA VYV RR T VT VBRI T AWM EE T4 DT A B TH o7z AT ) ViR
T (mecA) %H$ 5 MRSPIX 724 (59.0%) TdH 72 MRSP & A F 1) Y &ZVE SP (MSSP) 75 1 #k24
72D R T A I SR T e BT 5 L. MRSP 12 7.8, MSSP 1£32 Th o7z, SHIZ, 7t ¥
0 Utk & 7 B EE AR (gyrd SA8L KON grid S821) % 1#A45$ % #kid. MRSP T 72 ¥kt 68 #&. MSSP
T 50 BRH 11 BRICFER® 541, MRSP O LA L% EA1F 720 mecd JBIRTF % ESR A £y b (SCCmec) FIT
. VEDER DL (L ST45 KU ST71 2B < STI121 # 583 XTD MRSP 282 ORI TH - 72, ST71 IF MY,
ST45 1X. pseud SCC element & L THiF LTV 5 ¥ SCCmec 57395 LIFENAEITH - 72,
SRIOFAETIZ.STI2I SEE DS 2N FE TOHE L DL 3HES 7z, 72 MRSPAYSP D 50% % 8 2.
ZD% IHBOMMERIZF 2 MSSP X ) £ {RAE LTz, S512, 7t uax /o itz #5325
BIZTERZFOMRDL L (. SPASEKE & %2 2 A TIHIHHEEA ORI BV T, FHEZEOMHEHE
BThDHIEPMERINL LD, HEFHOS S 2 5MESLEEEZ b,

KB K VKEENM KRR E DBET
FHPEBEABEDT / LT  BRSHEET 7 F ke DRE

BB ARER (ZI2EEBK) 226, BIEEY 7 F v O8ERK (Koganei #k) OMEIRTH 27 7 1)
77 VIEORFFERE DS 22 L 205 (Imada © 2004) . JKFHEEA T 7 F 4k & BpA bk o> 358 % B
SEDNIT BN D 5o

R 28 4FEEA S 30 AEEEI Al S KSR PL SRR (PLFR) S AR ONERL 18 4E12T 7 - U #k
Hk D&~ & L TAF L2HA Bk 23 ¥k (BEik) & NGS AT L. BEIC T/ ATH) & BSR4 0 5 #R,
Koganei £ 1N DDB] O 7 — & X — A5 50U L 72 2EGEBI R & & 312, Fujisawa Fiax SR E L Tl
B 7

77 F K% @B 3 5 SNP-based PCR (Shiraiwa 5 2015) Tzt % 7n L 7218 VEAE 61 HH 2R B 44 45 B ik
I$. Koganei ¥ & FHPE D E <. @B 2WEETH o720 —F 2UEIEGIH R & PCR BEHREIZ D W T,
Koganei Pk & GBI RE L F 2 b7z (M4)o. BEV Pk 23 BRI 1 B % BR V2T SNP-based PCR FPE T, #H &
(2007) DHFEIZEN T 7 F ¥k E OFBBIDTTREZR 13 8 EAFEZR 10 BRI SNz 2s, SRBBHENT C ik
HITEehorz (X5), #HITTEE 6 Fk & #RAIAHE 6 #RIZD T SNP O FEM 72 Ll 2 17 o 7245 . Koganei
FEDFEOZEEE (108 2°FT) 131 22FT & By TR CTOEAFEICFED 51720 — 77, Koganei FRDYRE72 70 W42
FUIMRT LA 34 DT~ 120 DT 1)« BFFIMERD A3l TR o TW AR RIT 14 T TR SNz Plbko
FERMPS ., THRDT 7 F R E IR TH A TERMIEIEETE R VA, T2 F UK TH L EWETSH S
CIXHMEEE E 2 517z, F 72, SNP-based PCR (£, Koganei #® 108 22FTOERD ) L, TV ¥ AIEAT
S5HHTOAREMET S Z L2 5, SNP-based PCR DA T 7 F VHRHIRTH L LWET L L IFHL W EE
Z b7z,

4, NGS THUR L 727 — # 12 & % SNP f##T & RN Tl BV aitk & 7 2 7 vk % BIRE AR
T&polze L L7%7A%5, SNP-based PCR & LB L T, NGS 13 & D Rz isr 2w L, 72, B
PR D BRSO SN ZERIE, T F R E DB — I —DEMIZ R D EE 2SN 5, B&r /) L
fEFEIC & A EEET R EOFEMAITIC LD . S VMEELRBI~— I — DI TE L EEZ b,

58 A OEHEKEE R F & O &I
[E[ AN CHE M & N A #80E M Tl Lactococcus garvieae |2 X % HEEERHIE D ZEEDEL . IGFEICPIHE A AV
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ENd, PR I4EICTEEL) A0~ 2y, ) ra<xA Y ROET NI A4 20 2o 3FNIED L.
garviea 2 FRICOWTIRNT L7-RE R, ~2 094 FRON) vy a~ A ¥ ViIdE&EET O eemB). 7 8794 7
) VST O tet(S) D Sz (R 5)o L. garvieae D=7 15 A FREUEWE IR S TERIZE L
MRS N TV B0 (RMOKER 2021) . T, KEGHIZB T2~ 7074 FRVUEWEOMHEHEA ML
TWAHZ END CEAIMET >~V AT AME 2 2020) . 5#12 erm(B) ORARIIZH | S S HEET S
WEE 2 H Tz,

BERERZOERD S UFF THRES NV 1 IV ZABKD S/ LFEEHR

ok 30 4RI BRI G4 L 22RO RN A )V 2 (CSFV) (DT TEINTATHR] &v o) 1 d 5727 F
Y OEER TGS 5720 DUEREBROBEH 7 4 VA L LT, IEEEOREGEE EI5 O R A & 477 T4rEk
L7z CSFV (LUF [HFrsrirk] Lv9o) 2RV,

Slal, B A NV ADOZUBEETERT 572012, BFmEkIZ oW T, NGS # W77/ LN 24T\
WEOFATIR & OBCHI ORI E 3R L 72,

ZOREF YFTBERR & EINTEATRE (CSFV/JAPAN/1/2018,Accession No.LC425854) (Nishi 5 2019) & @
HFEMEE 99.8% VLT, b fEixTh o722 L b, UFTHHEKRIE, UREOEINTITHR S 1T E A LT UK
KERTODLHWTEe ZOKEIE, V7 F v OEMEEFEMT 5 720 OBUERERIZ B\ C:U AT 55 Bk
AWEHAIANVALE LTHWAEZ LORYEE NGS T TR ONTT— D ORT I ENTE M THE
BRRETH -7,

BIEEAMAEZIROREDVEOLNZBHRRY > TILDS5DRT 1 IV REEFOIEH

LWHTCHIFE L TWBHEL O RIL 2 MiE 2 W TERB L 72, BEEMERELLET A VA (IBV) 25T
BHHIREBICBWT, 77 F Y 2EME L T W TOT IS @I Z Bt 3 2 FH0%AE L2 &
O, BARRMERE L LDOFEN DNz, £ 2 CTRBIHICHK T 24~ 7% HWTNGS 12 & 2 FEE#E
= O % a7z

FEH OB BB OAHF % S EHIIT 4R L 72 8REA ST O F v b & T RNA 2 L.
NGS T I fE L 720 BT & 72FAI2D T BLAST TR L72 & 2 A, IBV ROV IBV (ZHML T % HLE
HTAHIEDIRBEND TANVZADBETEINIMIE SN 2ol 2OZENE, A L S FRFERIC
IBV &Y o 722 LI T E o7z,

RETLUHERR

JIVEEET-. BRI, FNSER. WILDTRIF. =RAE. RIBHE, MHEE, NERAH, KETWwA [
VEARTIBRIZEIT S 3 ) AF ViFEEIE T ORARIIZOWT] 5 161 Bl H ABEF»2F 44 (2018
F9H. 2<1)

AREFW@AH, B ¥, AIIER. =R, KEWG T, RIBHEE, MEHEHE, NEEAH. IR [E
W T4 & L7z Salmonella Dublin O 3EFNE SV U5 TR | 55 161 [0 H ARBRE 2 7#iT4E 4 (2018
F9H, 23

FIIEER, BISRMI L, B, NEELAA, IR, w2 ) | ARESEF AR HER, KRB $ WA, IBEET
JNPEEEF [ 704 5 —HksE 3ttt 7 70 2R Vit KB E A 5 blacmy-2 4 Incl. IncB/O/K/Z
T Y IncA/C2 DHEHV AR & O SLBIRNT | 25 162 [0l H ARBREE =& 44 (2019 45, 2 <)

HARWA Y . RHER, FISR, RESEF RHBE, FIRE, kRN NEEAMH, BT [
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HEFHS . RHEET. — @@y, NBEAH, EE0T. JEET. KBTWA, FEIIAL BEET. BIER,
JEEINTE . ARHHELEL, MAASE T JRHEH. AJEIEE ., MUBTRRL N, HEw D I RRKT

TR 7 + & X2 AMEKRBRO T 7 AFENT] % 163 Bl H ARBRE #4804 2020459 H v o7
bl i)

FIEER, ARRSBEE, BRI, 0 RESET. AMEEE, IR, NEEAM, RIEAL, I
EF TEARA O HERSE 3 A 7 7 0 AR ViR O VEIRENT ] 45 163 ] H ARBREE F @i 2
(202049 H 7 = THf#E)

NEBEEAE, B, FIEER. ARMZeT. IMHER, FHw 20 o FEHEBE, JITERE . HEERE . EE
AL, WBHEET [EINTHE SN2 o0 2720 VikE® 7 N7 ERE (MRSA) O7#E | 25 163 [l H
RERE 2204 5 (20204E 9 A 7 = 7 Bif#)

5| A3k
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<1 Antimicrobial resistance and molecular epidemiological
analysis of Salmonella Dublin

WX N F5Z% | Plasmid — == =
wE | WHEET | g Wit/ s—> P | size (kb) Inc Type RiEBREF (FSRIFHEEK)
75 IncX1, IncFI(S) [strA, strB, aac(6))-laa, tet(A),
11-PLS-21 3 |SMTC,ABPC 2
58 IncN blatems
FERR1 PLS-160 5 |SMKMTCABPCNA ) 75 IncX1, IncFIS) |strA, strB, sph, aph(3)-lla, aac(6)-
M i ’ 61 IncN laa, tet(A), blatey.1s, blatem-iso
75 IncX1, IncFI(S) -
trA, strB, sph, aph(3)-lla, 6)-
SER13| 13-PLS-48 5 |SMKMTC,ABPC,NA 3 61 IncN SirA, sirB, sph, aph(3)-lia, aac(6)
laa, tet(A), blateym.1s
40 N N
17-PLS-119| 4 |SMKMNA,CL 1 75 IncX1, IncFI(S)
ER17 75 IncX1, IncFI(S)
17-PLS-128 4 |SMKMNACL 2 20 IncX1. IncFIl(S) N
StrA, strB, aph(3')-la, tet(A), blatgp.
Spios| 25.PLs130| 8 |SMKMTCCPABPCCEZ 175 | INCAIC2, IncX1, [strA, sirB, aph(3) (A), blarew
,CTX,CL IncFI(S) | g6, blacyy.o, lOR, sul2
SMKM.GMTC.CP ABPC strA, strB, aadB, aph(3)-la, tet(A),
27-PLS-147| 10 CEZdX,N A,(‘:L ’ o 167 | IncAIC2, IncX1 ble;;EM_m, blacyy.2, floR, cmiA1,
sul
210 | IncA/C2, IncX1 |strp, strB, aadB, tet(A), bla
27-PLS-163 | 10 (S:"é"Ké"’T‘f(“ﬁ]X%EP’ABPC’ 3 185 | IncA/C2, IncX1 « aadB, i (A), bare.se.
E27 Z, LNA, 165 IncAIC2. IncXd | Placwv-2. floR, emiIA, sul2
strA, strB, aadB, tet(A), blatgy-1g,
27pLs167| 10 [SMKMGMTCCPABPC,| | o5 | oaco, noxt |*77 (A bla ey
CEZCTX,NACL blacyy-2, flOR, cmIA1, sul2
27-PLS-131| 4 [SMKMNACL 1 75 | IncX1, IncFI(S) [aph(3)-lla, aph

*NA, CLRU—EOF7/7)as RRsME, ittt/ Sa—V IS/ IE T B &R F AT IRIN LICHETE,
*ERTEDIKRBERDTSRAIFLICIE, HFFDNAT)YRTSZIR (pN13-01125) LRILTREBIZFANEROHLN
1=

=2 Comparison of the properties of MRSA derived from imported breeding
pigs and slaughtered pigs

FI/H9a B384 | RIOFAF | FRSY4YH I~U:¢|~7’U
F V%

t034 ant(9)-lak  mecA Inu(B) tet(K)
=1, bla(Z) Isa(E) tet(M)
ant(9)-la&
Ustr

WABKHEKRTIE, LEROMRERLIBEARE E M o1 (25%H9H)

73/7Va (B-5V%L | IUASAF H),q.j., czrC
>

398 t034 A mecA ermC(1#k)  tet(M) +
bla(z)(2¥k) XIFAL(2
Xldbla(z) )
(1#%)

LEIGHER TIESRD3RASTINTHY . ZDMHERIF LD ESYTH o=,
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HHEFES . RHsET. —BO ) INREA, FEETF T, RETWwa, BRI IBEET. AR,
JURINGE . ARHEEL, AT, SBHAH R BUBBREL RV HEW A0 L I RRMKT

F=3 B-lactamase genes in CTX resistance E.coli derived from dogs
and cats

ber _ooeERER  0UFRRA | 0BEREE 2017 AR

prom PIVITTUART comu mEwon REMR RARG) RARN RER RERE REE
CTX-M-3 0 0.0 1 33 0 00 0 0.0
CTX-M-8 0 00 0 0.0 1 59 0 0.0
CTX-M-14 4 200 7 233 4 235 5 200
CTX-M-15 3 15.0 9 300 1 59 5 20.0
CTX-M-27 3 15.0 3 10.0 5 29.4 4 16.0

A [cTXM-as 1 50 0 0.0 0 00 0 0.0
CTX-M-55 1 50 1 33 0 00 5 20.0
CTX-M-65 1 50 0 00 0 00 0 00
CTX-M-101 1 50 0 00 0 00 0 00
CTX-M-156 1 50 0 0.0 0 00 0 0.0
IVEHCTX-ME) 15 75.0 21 70.0 11 64.7 19 76.0
TEM—1 7 35.0 18 60.0 5 29.4 1 44.0

o oMy 4 20.0 8 26.7 4 235 4 16.0
DHA—1 3 150 4 133 2 118 2 8.0

D OXA-1 1 50 3 100 0 00 1 40

v 20% 30% 178 25%k

54 Genetic analysis of Staphylococcus pseudintermedius from deseased
dogs

Isolate numbers with

*

MLST Type Isolate MRSP numbers MSSP fluoroquinolone resistance

numbers numbers .

mutation

ST45 18 17 1 18
ST121 17 17 0 17
ST71 16 13 3 16
ST1631 4 2 2 4
ST631 2 0 2
ST1635 2 1 1 1
Other MLST (1
strain/1 MLST type) 63 22 41 23
Total 122 72 50 79

*MSSP: AF 1) RSP

%5 Genetic analysis of Lactococcus garvieae

MIC (ug/mL)
A L HRETAMEERT
TYZRATALY 1L s, AXITSH
v YravAiy 151
~
Lg28 2 256 16 erm(B), tet(S)
Lg93 256 >512 4 erm(B), tet(S)
30-Lg-Ag-128 <0.125 0.25 1 1L

M EEIKBE B FELactococeus garvieae 3%k
285 (Lg28 R ULg93) IF HATUREE #k (R 14 47 Bt . BT ARER)
(Kawanishi et. al. Letters in Applied Microbiology 2005)
185 (30-Lg-Ag-128) (X RLB0FENDE=FY) 2 J f Btk (M;ER I &)
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transposas

1S26 trans

o
£
&
8
%
i

1 “‘ 1S3 famiy

1 dgka
mgr-

8
3
g
8
8
2
5
£

npgf

4
1S26 transJ“l
fransposas

M

relaxosome ==

100%
100%
E. coli pHNSHP45_pig_China I E.coli pVE155_pig _Vietnam l
78%

67%

1-1 Colistin resistance genes in Sa/monella spp. Comparison of plasmid gene

sequence

g
2
=

mer-5

PLS19-31

PLS26-99

PLS20-34

PLS20-76

PLS20-145

g g g g B £
ST 4 £
i : B | ssERFRERER | pSE13-5A01718 l
Im Chicken meat_Berlin o

1-2  Colistin resistance genes in Sa/monella spp. Comparison of plasmid gene

sequence
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(%) 90
80 AE : 34%%. BE : 6k, CH : 5%k
70
60
Plasmid sequence type
50 pST12: 74 (BE : 6. A : 1#k)
20 pST65: 3¢k (AHE : 3#%)
pST2: 1#%k ( AE : 1#F)
30
20
10 2Hk(ZAE AR
O I

IncB/O/K/Z Incll-ly IncC £ 2RV N

X2 Status of plasmids carrying bla.y, among imported firstborn
chicks

fuaz
36-830.99
174
Am O migmenk
P4 “AQS-15 EESRALAFE
po-23 AQS-97 cEHmE
» 53 ® HARHEE
4AQS-21 95 1 88 7F 3 : 28P-43,29P-
30-91 At 0 45,29P-48,30P-17,30P-19
ARS-107 QS-44 BEH ANHE:29-99,29-144
-AQS-30 AQS- 38 EEIGH¥E:30-~
P-1 AQS.37 AQS-1 B ABRESE : AQS-~
b Al _AQS-7

P4
OIERMEE T Rk, BEF ARk, LBISHEEDITRAE2—

X3 Minimum spanning tree built from the core genome MLST allelic profiles of MRSA
isolated from pigs in Japan
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26-PL-E-12_S56_L001_R1_001

Ery-Koganei-total_merged30_L001_R1_001

| £ooF%

29PLE-1_8S37_L001_R1_001
20PLE-6_S38_L001_R1_001
28PLE-21_8S35_L001_R1_001
29-PL-E-11_858_L001_R1_001
28PLE-8_534_L001_R1_001

DRRO35666_1

DRRO35665_1

30-PL-E-1_S59_L001_R1_001
28-PL-E-25_857_L001_R1_001

0.900

* DRRO35664_1

- 2MEES B S #
21 SE 5] BB SR PCREZ Tk

HRDE

Z (it 1B SEPCRIS Mk

X4 Phylogenetic tree based on SNP analysis of Erysipelothrix rhusiopathiae PL isolates
and live vaccine strain (Koganei)

—® Imada-45*

® Ery-Koganei
-® Imada-30*
—® Imada-21*
—® Imada-42*
— Imada-50*

= I—_O Imada-43
Imada-26
I—_C Imada-8
Imada-47*

——=@ Imada-17
—@ Imada-29

® |mada-25*

—® Imada-49*
—— @ Imada-33
—® |Imada-18

[ (s oS
Imada-19

— Imada-38*
—— @ Imada-14

Imada-44
Imada-6
Imada-51

0.220

* FHELDAET, ETVIF ke
DFBIMNTEE N> H

® |Imada-4

[X]5 Phylogenetic tree based on SNP analysis of suspected live vaccine-derived
Erysipelothrix rhusiopathiae 1solates and live vaccine strain (Koganei)
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A correlative study on the total protein content of dog and cat vaccines and adverse
drug reaction (ADR) reports
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Abstract
We statistically analyzed the relationship between the total protein content of commercial dog and cat vaccines in Japan
and the adverse drug reaction (ADR) reports collected at the National Veterinary Assay Laboratory. As a result, no clear
relationship was discovered between the total protein content in the vaccines and the ADR in dogs and cats. However,
when vaccines for dogs were separated into monovalent and combination vaccines, the total protein content was
significantly higher in the combination vaccine group, and the number of ADR was significantly higher in younger and

lighter animals.

L=
EIN Tt L CW A REOMA T 7 F > Of i E & & B IE SRR TR S Nz REER E 26
FHPHNCIENT L7z 2O, KATHHMATL 77 F yhoR&EHEE L BIFUGFEHOY] S 2 2 A1 B
bNLholze L. KT F Y Z2HRY 7 F 2 ERET 7 F V0076, BE 77%/@%%@
HAERIIERIZE ., HAROMER MEREOEWEE TORIISOMER D HEIIE o 7.

s

FKROHEHOT 7 F 22w, /N EREE T2 (World Small Animal Veterinary Association ;
WSAVA) [2& > T 7 F Y HBICET A2 01 Fo4 2 (WFINEEEMET 7 F - a vy A4 K4
YTNV—="T 2015 MBKREINTBN, TNILL L, ETORROMPEFEIRZ 777 F 2 LMD
PN, ZOMBOBRE LT A T AT A WL o THREDBIIED ) A7 L L8 OHRLER ) a7
ToFUNHEENL, RKABOaT I F 2 E, VAT U= A4 NVA, RT7T/ IA4NVARPRINIVERY
ANA 2N X BZEGHEDP S R TS 52727 F 2 THY), MHOIT T 7 F VANV RATA VA TH
Gl A W ARGERT ANV A) HiH ) 27 AV AR OREILEIMEREAE 7 A )V 212 X B IEGRED S 5 %
FiTHT2F 0 Thb, MEORRCHHOT 7 F 3, #NEhoar I s F iCmia, /a7y
FUREGRET 7 F TR ELSoTED, BEENTHREL TV 77 F Y OHRT, LN OTIL M
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KEOHHT 7 7 > O ETE = & RBIVER RSO B A

OIEAEL LDV 547 7 F DT A VAR HEOEH & IIEHEHEIED 5TV 5D,
INSHOHEMEIEIL K DBDTTREDOADHE S, FEAEDO LN TVREHDIEIFEA L LV, T/
O, ZHRET 7T A d 7z 5138, 1HERPIISINIVEIRENEENS S 252 0Ez 6N
o T720 NATZF Y (RiFfk) Tk, 1HEPCE I EAEAAE (L3ELEESEE) OLR
DB RS CPR 16 4E3 H30 H BAGEEETR HB1555) Lo TEDLN TS (B A
YINLE T 7 F 2T 240ug/mL LLT) A5 BRI T 7 F 2 TlE—EEx BT ERESED H I Twh i wn
72O, T F rROBEHEEVPRKE LD BIRUSIESE ICBE T L RN E 2 bz, BiESE
ai AT (LT T8 v o) TRBIMAERMOBERFEREZIIUE - AL T2, IhETY
ZF X BEIER (BIRUS) & LCTIEEL2EHE T 7 F v OREHEOHBEIZ O W THRBMICRE L 2
W, 22T AR TIEINLDOER SN TV LRWERNHE 727 F v OREHEEOEEIZOW
THET DL I HLNTRERDL SRR T 7 F ¥ ORIISIC X 2 BB ERF I CER L7z,

BeY
KR TIEZREOMET 7 F v OREREE & LFNCERE I N TV L EIERER & HatF09I 2T L.
MEORMEICOWTIRHET A2 T, BHhEzAMEHL. 77 F v OLEMERPWEERICET LI L%
HagE L7z.

SiEAVES
1. MR ROAE
11 77 F oHhOMREREETEEEDIE
By AP R S e (RAROKEES 2002) O — BRI ICIZEHBERESED LN TV LD, X
D fECHRMICERT A 700, HIROEAERERIES v FEFAHLAZEEEIZOWTRE Lz, 77 F
. ET I FrORDLDORLT VAN VEELLOR EWEFLHTH L0, ELREAEERED)
% BCA . Bradford (E5EDO VTN L T A &M T 572012, KAV 2T EMHET 725205
BT F TV anNY VEET T RTINS LEETOEIRL., #WEF v b (BCA# (Takara Bio
Inc., Shiga, Japan). Bradford # (Takara Bio Inc., Shiga, Japan) & OVit3E x — 77—l H B 56 O FL1H & TEFI A7 AE
TETHHEETRELZ EHEMEF v b (Protein Quantification Assay (PQA)) (MACHEREY-NAGEL GmbH
& Co. KG, Diiren, Germany) =il L TZ NN oBEEHERE 2 WE L7z € OFHE, Bradford %12 &
e R b A < IFEAERTIC L 2 MEANDLZEL Do/ 2 L6 DIEORERZIE
Bradford ZEOHIEF v bEMH L (F 1),
1277 F U HREREEDAE
R 28 EEEA &R 30 AFFED 3 FEMICEIFEMICEER G O H o KR OMHT 7705 b, KA
7THF R OWH 4 WHNZOWT, TOREHEREL 2T T2 mEE L. FHiEEZoRHOBEAE =
L7z MEREREROD Y MEZEBHIZOWTE, KH2 #AROMMH 1 |HT, £res20y F2HlEL
7282 A, CVEIZZENZT0.02, 0.03, 0.15 T, #AIM DA (CVE0.56) LB L THoIl/hSproTz
ToOMHTE L LI, BTy 2 fllE L EANL, 2o BRI OBEHER L L,
1.3 BIfEAIER
BRI HU L 28 4FBE 2 5 1K 30 4EE O 3 FE MBI HE O H > - KR OWHT 7 F D) b
I - o TR SN2 T7 — &L K86 R R Ui 40 R & T L 720 Bl SURFEBHER L EINE F #5145
2 BOEE R S L7258 (dose) TRRLCTHM L7, F72. BIKILOHFTT 714 7F 2 —5FD
EHEREROL WEFER | FEH DN OSEDSBIZ ST 240500 5 1 REH DINRI UG S8 B % A L 72,
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A, ITRRMKF, MUBBLRE, EAREEF JHEENNE, RUCGHEHE, TLIIAS ZEEEPIA

1.4 77 F UHERER CEIFRIER & OMETFEIEN
77 F Y HIOREIISOWMEEICOWT, HRIITHEB L7 (BE. BREKIES%). $720 77 F V]
DEISURAFEI L 72 A MR E O 554 % i L7z (it AREKEES%). 77 F v OREHE=
&R RO FE B I O 1R AN R BOS 563128 & OAHBE 534 % Spearman OFHRALREL p & ROIT o 720 & 512,
KT 7 F oW TIE, R 7 F 2 LIRET 7 F > 0 2 B0, BISUSSEBER, 1 R AR RS
FHE, BIROGSFEHR L 72 AR OMEEICOWTHE AT o 72 (M. HEKES%) . 72720, FREIE,
VUi D 1.5 fE & B 2 57— 7 1B TRIT L 720

2. A&
21 BHED 7 F >

ATEDOWHT 7 F >~ (CAT-AB,C K U'D) IZDOWTHEL, £V 7 F v OREAEREIZFR 2 OME) T
Hotze KT F L ORIKIEOFEEIEINC X 223 o7z EE. FEARE %) . 72, BIK
OB L7z Al L OMEEO S A DONWT I NOT 7 F Y IZS E I AN Lo Tz (Esit. AE
KHE5%) (PO 1,[2) F72, BEHER L BIPUGIFEBIE L O 1 R DINEI UL FEB R & I E 2 IEOM
BlizA LN Lh ol (FNZip =04 (p=0.75), p =— 08 (p=0.33)) (X3),

22 RH7 7 F >

THOKRTT 75~ (DOG-AB,CDEF KU G) IZOWTHALK, K77 F v OBEHEEIIELO
W) ThHotzo #5727 F 2 ORIFUSOIEHENERNC L 28I ko720 %727 F Y ORIFUGFH L
72 R N OMEEOSAIC S I A SN Lo 7z (GO, FREAKES%) (X4, M5), /o, REHE
B &R SUSTSERER K O 1 B LN EI SUG ISR TR IEO B DM@ A A S L7z (Z 124 p =0.57 (p=0.20),
p =054 (p=023)) DEBELZZEIEONL,>72 (H6),

KAOTHEOT 7 Fr0H 6, MEHEE CHRMEE/R L7 31 (DOG-AB KU C) 1ZHHKT 7 F T
HO, TNLINIRET 7T Thotzo TNE 3HOBENERIZTHEDOT 7 F » OFHfE - 0.5 x 1%
HREUTCTHY ., BT 7 F 2 EIRET 7 F VIS T LG, WET 7 F YO PEEICHREA
HEDPE ol g, HEKES%) . BIBUSFEBER O 1 K LI R BOGFEBIEI M TR E 2 2213
AN ozh, RIS L AR OMEE TR, B THEEEDSD ) RE. AERE %) .
RET 7 F OB HEORNERER, FEOEWEARTORISOMEUEDSZ o7 (4, 5),

3. EE

ToF R AT F Y - NI 2 F o, TV 2Ny OFER ESH Y EF R EH DO
B TR E 75 TV D, RIFZEICHE L7277 7 F » 1%, Bradford 0% v M2 X ) il - &
HEEAYMETAZ LN TE I LT 75 v oREAEEIENDOILH b HFETE 2,
BIVERTERE 7 7 7 ORELEE OB O W THRHARZAER, KHTHHATL 77 7 v ORENH=
MR, Hie, MRE, BISUSZEHEL O 1 R DINEI UG FEBBICH S 2 IR SN e o7z LA L,
KHT 7 F v 2BRT 7 F 2 EIRET 7 F G E RET IV F Ly OHN, HIRT 7 F 0 L) AR
WREHEEDPS (., 70, HoME, AEOEWEAETORIISOMEUHEDPEEIIL o7z (p<0.05)0
RIEKHEIZ L > THEERRENRELS R R L, KA F 0 1HED ) OFEZARKIZE D ED SN TSE
D, FEICL > TEDLNTITV WD, [H LTS /AR AEORCERIL, EHEEAENSE N
77 F OFFEI L DEIRIEDE SN T VI EATRIRE NIz ZD720, HEORLRE O KK
HEEGHBEDBWT 7 F ¥ 2T 5 BICIEEIRUSIC & 2 BEHEICOWTHRIEET A LEDNH L L&
AHNTze SHIZKTE, 77 F U HOBBRFIERLERE LTRMENTWEETF ., A¥A »HE]
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KT LVF—ORRWE L 2o T aHEDH D (Ohmori 5 2005). EIFUGOFEHIIZT 7 F HDFE
FLUSOWEOEG bE 2 bbbz, 77 F EEOBIZIE. BB REDIN b R B
BB LEET LI LD, BINUSIC L A RFEHREDKBIC O S L Bbb,

S OWFFEILIR & N7 HH DO TERD A DN T, & TORIWERABEREZ R L T2 b Tldiv, 4%,
LAY $HD 7 7o 72 BHNAR D OB & & 12, BIS & SE I THEEDH 2 FH LSO R4
bAEHL., LVFERMIT 202 2 EPRELEZ SND, BIWHERGOBIERTERE. MElGeEs
REEMICEB T ON TV, KDFELWEITOZ0I12E L) S DIELWERPLETH L, —HED
Whgelc & 0 BEREsEHEORMe. BIEHO 2w, L)V RETRLTELT 7T OREO—ME %%
ENEEND,

HEE
RWGEDBITIZH 720 . KA T2 7272 & £ L 72 B) i B 38 s AT 4 ] 4 28 AT PR 3R 0N 1
] AR AL R 72 L 5

5| A3 E
Ohmori K., Masuda K., Maeda S., Kaburagi Y., KurataK., Ohno K., Deboer J.D., Tsujimoto H. & Sakaguchi M. (2005)
IgE reactivity to vaccine components in dogs that developed immediate-type allergic reactions after vaccination. Vet.

Immunol. Immunopathol, 104,249 - 256

JEA 5@ (2004) AEWFRBFIIEHE P16 4E3 H 30 H EAEIA SR 51555

HFUNBEREM ST 7 F 42— a v A RS54 7 v—7 (2015) KREWOT v FA—a A KT
1.

RMOKEEE (2002) BYWHI A2 SR eite —fealBRid. P 14 48 10 A 3 HRMOKES 5R5% 1567 =
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Tablel Comparison of three protein quantification assays for determination of protein amount in vaccines.

Protein amount of vaccine (ug/mL)

Assay” Dog Cat
Live®  Adjuvant Live®  Adjuvant®
1st 3008.5 3022.3 3017.3 1548.5
BCA
2nd 873.8 977.5 872.2 1298.5
st 575.8 284.2 247.2 977.3
Bradford
2nd 644.7 328.3 235.1 989.0
1st 1685.5 2652.2 2015.7 1824.3
PQA
2nd 3852.4 5088.4 5285.2 1519.1

Mean values for duplicate measurements are presented.

4 Three protein quantification assays are BCA assay, Bradford assay and Protein Quantification Assay (PQA).
b Live; a live attenuated vaccine.

¢ Adjuvant; a vaccine contains adjuvants.

Table2 Total protein content in cat and dog vaccines.

Total protein content

Vaccine
(bg/dose)
CAT-A 122.55
Cat vaccine CAT-B 245.91
CAT-C 721.97
CAT-D 1813.79
DOG-A 30.18
DOG-B 73.05
DOG-C 101.30
Dog vaccine DOG-D 257.64
DOG-E 367.40
DOG-F 651.52
DOG-G 708.66
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Fig.1 Distribution of cats’ age that was reported ADR in each vaccine. A mark A to D in each
box denotes CAT-A to CAT-D vaccine in table2. A mark ( X ) denotes the mean value.
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Fig.2 Distribution of cats’ body weight that was reported ADR in each vaccine. A mark A to D

in each box denotes CAT-A to CAT-D vaccine in table2. A mark ( X ) denotes the mean value.
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@® ADR A ADR within 1hr post inoculation
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Fig.3 Correlation between the total protein content and the rate of ADR in cat vaccines.
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Fig.4 Distribution of dogs’ age that was reported ADR in each vaccine. A mark A to G in each box
denotes DOG-A to DOG-G vaccine in table2. A mark ( X ) denotes the mean value. DOG-A to C
vaccines are monovalent vaccine group and others are combination vaccine group. An asterisk (¥)

denotes statistical significance between conditions (p<0.05).
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Fig.5 Distribution of dogs  body weight that was reported ADR in each dog vaccine. A mark A to G in
each box denotes DOG-A to DOG-G vaccine in table2. A mark ( X ) denotes the mean value. DOG-A
to C vaccines are monovalent vaccine group and others are combination vaccine group. An asterisk (*)

denotes statistical significance between conditions (p<0.05).
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Fig.6 Correlation between the total protein content and the rate of ADR in dog vaccines.
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Initial consideration of the evaluation method
for dissolution on intramammary infusions
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Abstract

The base specification of intramammary infusions is determined as a marketing approval. Moreover, dissolution of
active ingredients from the base can be faster or slower, depending on when the base is changed to another one, even
if it is within the specification. Additionally, it may affect the residue on milk and meat from the cows administered.
However, the test procedure for evaluating the dissolution of active ingredients from the base of the intramammary
infusions has not yet been established. The purpose of this study is to provide initial consideration for developing the
dissolution test for intramammary infusions.

The dissolution test is based on the paddle-over-disc method, basket method (using stainless steel balls), or paddle
method (using polypropylene balls), utilized in the Japanese Pharmacopoeia. The phosphate buffer solution that imitates
the pH of milk or the imitated phosphate buffer solution containing polysorbate 80 served as the dissolution medium.
Oil-based intramammary infusions containing cefazolin as an active ingredient were used as the test material, and the
concentration of cefazolin was determined using liquid chromatography.

As a result, although measurement variability was observed, approximately 31% to 75% of cefazolin was dissolved by

the paddle method using polypropylene balls in 120 min.

B2E

EEAFNZ. ABENICES Lok, RS ARG IELT 5 2 &L TRHIREFEET 205, CoEmE
ZAHliS 2 BT STV vy FERIOMBAE T S 7265, ABEARORE 2R 57200
FEEMALT 52 EIEETHL EE 2 JBEARD S OFERMBG O MEZ FHli$ 2 720 O ik & T
TLILERMHIEE L, ZOFEROMETEITH) & & Lz,

BRI, HARER T OSSRV —N—=F 1 A7k, BN v M (A7 2 L ABKER) /8
P Ry 7oL VEREH) ICHER L. B EZFLO pH 28 L 72 & BRI SN U 2 O BRI AR
JYNAR—= ]R80 ZMRIZbDDVTrE Lz, SBRMICIZY T 7 V) Y 2 ARG &3 HImPEEA O FL
BiEAF T ., BBEh ot 7 7 V) VgERRRs O~ N 7T 7 4 —TilllE L7z,
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ZORER, T XFIRBOONLA, RY Tu L VEREMH L7228 FVEIZB W T 120 45 CTiff 31 ~
75% S L7z,

de =
B3R

FLBIEAFRN ., PUAWE % FEHN IG5 R L TR L 72 2R RTE O IR 3K T FLE N CTHEHI D S A RIS
PENST 2 ETRIREEES 2. LA Lad s, ILEEAFD O OFE R O E 1% % 57§ 5 75k 36
VLENT W,

FREAFKOIEFHN L, NHEREGOKEHNMEH NS, B—LED TR VERPHONL Z LD
D, METREROEEIZL)HEBSEILEEEINL Z EPESNL,

COL) e BEL. HGOWmEFLHRTL7200K ke LT, AMETIE, LBEAF»LOH
SIS OB E T 27200 HEEELT L5 I LA REBIEL L, ZOHAORE2ITH) 2L & L,

RFEFMENNI N7z o T, HARFERFT AL TH 2 B IEH T 2 B A ORI EERE ] RO [
ALl #2Z 1L B 1TUERARERT) . HARERITIZB T 2 EHEEBREI SRR GH 20 Rk e L
AL TH B0, WA OERN T OE 2T 2 TEOVEDTHL I LN OLBETORNRETH I L
& L7,

El:p)

FLEEAF D S ORI OE B Z TGS 5 TR ML T 5 2 L 2R HIEE L. COHFRE =
192 ZHBE Lz ZOHFEE, TR K OFRBHEERBRO AL NS O ROHER TIE 7% <
FHN DA HHI 12 T OEY AR EVE 2 E TR T 2 7200 ERBRO VLD LTENITL 2 L2 E
PILTwa,

SiEAVES
(#1%4]
B 0 3t 9l o BABR S 1
I ERERZE © NTR-3000 (& ILEESERRU A )
BRI
OHARSER SRR 2 2 Y HEE N2 T pH 6.6 IZFE L7210 » BREREEWE (0.05 mol/L)
REMRIL B STH AL T 7Y YD pKald 213 THAHI NS (= TulkAE&t, 77
1) ¥ Na7ES M 025g [NP] OA Y F ¥ a—7 4 —24, 2018). HARERFAEHREBHD ) b, #
LIV TIVAIVEITHLE 2 EHEIR L2 720 FADOpHD 64 ~68THLZ L2b (1
B JIME— 5 2009). pH % 6.6 & L7z
@DIZ 0.01 W% & 725 X H 12K VILx— | 80 ZiFM L7z D
BRI @ KR O BRI O ZEF 2 BRI AR S S 720, R & LTARY
VIR — b 80 NN L7z (RMOKEZ WA By HESE SIS HHEBRET A 74 > 2000),
@OIZ 0.1 W% &7 D EHIZRY VN — 1 80 ZiRIIL7ZL D
OOIZ 10WNV% £ B EHIZE) VY VR—F 80 ZIRIML 724 D
AR O 37T
I8R5« 55 100 [HlHE
ARSEMRIL ¢ FHHTOME 2 6 5 50 R TREH S RIAD R\ & 2 | B EE SR iA R BRi A
FIA4 v %BHI12, 55 100 MR BRA L7 RMOKER B BhW A RS a4 F
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74 2000)
RERSL T V) Y EERG LT AIEEAR (FH15EE)
[(RERAE. BRRUER]
1 SRIVF—=N=F 1 A7 FEOWHGE:

HAERF O/ FVF —N—T 4 A7 542 5E 12, fGo—E=R (1g TRTICHRL. 20
FWZAT YV ABOT 4 A7 i, FEETILE T4 A7 DR EZ /8T 74 VA TEST2H D% Xy i
ANTHREE L 720 BBIICIE, O, @I 221 900mL % Fv: 7z,

ZOREH. HERBIAT 360 0 DOWVT NOREIC BT, HAOFRES & & bITHEHEINL EEZ S
NBEHE 1 FICE VBT EO LD o722 EDHBHTHREIN2Z 06, KRBT A7 D
4 H % g, BRI & R Il L T v Z EAVRIB S 7z,

2 [Ny ME (AT 2V REREER) oG

BN Ay MEICHGWE Ny POKHZE) &) 10z s, fBmo—Es (W1 g ZHE
L7z SBRmOATIZ, AHICAHHE LIRS HEFF SN Z LEZ N0, BBR A RIET 272012,
WEOREWAT VL ZARRK(EEH 8 mm) & 5HOSNATr v FRNICANLZ LD TE L ER)ANSL Z LT,
BRI E B S5 2L il AT REBRIZIE. 3900 mL % w7z,

ZOfER, 1 L3RR HERFIGRE 360 0 ORMBE DT MIEBR LD, REBEmDITLEA LR
ZOFEEAMIMEL T0D 0, I E 2o TREWTW, /20 AT Y VARG, N2 7 v b ROH
B & [RER L Claljiz LT 7z,

DDz &t B & B % + 0 1Bl X8 5 720 TIEEE 2 S BRI 2 B S8 5 2 L HTINEE
THbHI L, ATV LVAKNFETETCNAT v FNORBE AL S5 2 EDPWETH 5 & AURIBE
n7z.

3 SRV Ry 7L VEkER) O

MBI AR ) To ¥ L Bk (EAEK 4.8 mm) 508 GABRERI O 12 % 28 ) &) ZiFEs~S, #iR
mO—Em () 50mg) ZBEICERE T L. /S FVETREL 720 SBRICIE. @ 500 mL & 7z,
R T L VBRI, HE o TFEVTW LB 2 ML S &, ARG 2 EMIcER s L%
HrgE LT L 72,

ZORER. HBRFIAR AR P ISR HOICE R L2 EAEBTHR SN2 b, FEHETU
TOFIEIZ LY 6 MR LikBEx 175 72,

ARERBALGH: 15 45, 30 4. 60 43, 120 43, 180 43, 240 45, 300 73 [ U 360 73 D& 12 B\ TR 1.5
mL ZFRIL . 045 mm DAY TF T4V F—THML, ZOAWEEAEHARE L7z,

Wt 7 7 ) SRS (Toronto Research Chemicals fH# D& & BEHIOD & @) (2B 2 N2 THAR L T,
0.001, 0.005. 0.01. 0.05. 0.1 & U 0.2 mg/mL DIEAEETE % VERL L 720

FEHAB K BB 10 mL 122 &, ROFMETHAE I o< b7 7 74 =12 L DBz ATV, A
BEEE O CEETIC B a3 ART O 7 7 ) ViBEZHEB L, KICX ) BEEICB TS
77V yOEREEER L7,

ZRETIZBIT BT 7)) Y OEIE

n-1 n-1 105
=4C V—ZL' +Z Ci*L
{n* — l (Cix )}*M*S
L=

i=1
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Cn: Mg SHEH LS
Vo iBRiE (mL)

FRERIZ BT 23R (mL)

L:
M : BHIOFERE (mg)
S :

Wl 1gL7-h o777V & (mg)

Vil

ES
FREs - SAVIOEEEE R GAlENE & - 254 nm)
N 46 mm. BEE 15em DAT Y L ABICKRTESmm DL 7 ¥ 7 vy ) Vb ) a7

BTS2 77 ) VigE (mg/mL)

ZRTALIZL D (— b EE A R e ##5 L-Column ODS 7374171 5 4)

71T HimfE 40T

BEIH A #7233 O (200 — 1000)

BEMHB: 7T RMY L

BN DL - BEIH A R ORSENH B DIR G2 IRD X 9 1ZE 2 TREABEHIET 2.

FEAROEER (47) B A (vol %) BEH B (vol %)
0~5 85 15
5~6 85—~ 15 15— 85
6~ 20 15 85
20 ~ 21 15— 85 85— 15
21 ~30 85 15

ZOMER, FHEREF, RBBGE. 159 TI18% (0~56%). 30557 T34% (0~ 68%). 6045 T
41% (0 ~73%). 120 57T 48 % (31 ~75%). 18047 T 51 % (39 ~ 76 %) 240 57T 52 % (41 ~75%).
300 47C 54 % (47 ~ 76 %) KU 360 57T 56 % (47 ~ 75%) TH o7z

80
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40 - ]

BHE(%)

30

20

10

0
0 50 100 150 200 250 300 350 400

8% (min)
M €77 O
AR BRI T35 & WBROERRITFC OB L 2o TR E 2728, @EO/SFLVETIE) £
CEHENZWEEZEZONL, L L, SHEO L) ITKISESK) 7L Y HEfAT L, K1) 7ol

L 2 BRSNS & B9 B B SBRah OIS L SN AT PR SN2 EpH, 2D L2,
Y77V OBEREDSEE SN EATRBE NIz, T2, BOLNZIXS D &L, WSO T HED
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EWIZIAMHEOREEDERER) 7L VERE OEMOBEEIZ L 50 LR INT,
Lk, RBGOE T HE, R) 7oL VERO K& S - B, R 70 L VERNOF RGO A K O
. WfEE, KRBT OB S OREME. MOFLEEAFNOBHOT G2 &0 & 5 7% bET LT &
EZ bz,

5| A3k
JE A58 (2016) S5-TLCiE HARSE R/ /5 . pp.328. *Fi 28 43 A 7 H
REPIME—, KRR, SRR, BMDLAE, EaEfE—. JCEIHE (2009) IV 7 O FEFIE— I vy
OFFHL pp.488. BIAENE | Ll
FEMRKEER (2000) FEARIKEE B AT 12 BIE A S 418 5 "I, EBERSOME. AR OZ LM O
PREFIZBE 3 2 BRSO IR DWW T P 1243 A 31 H
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F&#L 7 1 JL X Subgenotype 2.1 EERBUAKICH TS
REIREBDOHEBIEICDOWT

(The formation process of button ulcers in pigs experimentally infected
with a subgenotype 2.1 isolate of classical swine fever virus)
JEREINTE |, IS 2, S A, G AREE T Ml BT, IR AT,
AR, B3 RIKE®S, | JEREBIA Y, 1A R

AWFETIE, BERBETOR Y P IREHOTEBIZ BT BRI Y A )V A DFFH 22 TFHli L 720 2019 4F
[ZHATHHES NZIRE Y £ )V A Subgenotype 2.1 % FEERIEG: S 72 K O 5 BAL AR 72 19 e ON 002 AR 7 i 3%
il & 0 o R T AHAR ORI B ) > SRR I 31T 2 IRt B K OB R AL = 705, RER Y A OV ARGl
BOWTRY VIRBEER A A LS REETHL VLR E L o720 TNHOFERIE. KECT A )V AN
BB EFI &R L, $/2. BEY ANV ARIKIIBITARY VIREEO—HNTH L & ERET S,

(The Journal of Veterinary Medical Science 83(6): 990993, 2021. % 3()

1 Food and Agriculture Organization of the United Nations

2 EZWFFER e NS - A SERAN S S Wt e B W) i A i R 1
3 RMIKIEBTHE: - ZaREKEL G

4 POTATBOE N RMOKEETH B 2 it 2 > & —

SMAT 7 FUICHT 3ERNENER VN Y FREHBRORIEAREN

(Pathological analysis of batch safety testing of veterinary vaccines using small laboratory animals)

JHIEINE, % GHF, MEmZ ', BAMZ®, LIRS, BAsET, Kaiks’

BT 7 F 2 0Ny F 43k (Batch Safety Testing; BST) 1. 7 7 F ¥ O AR D 720 12 FEER
NN B T RERD TS o OB TIIARELZALAGHIEE & L CHV LAY, HBRIIHE I 4E
BT L ERNENIZOW T INE THRE SN TV ARV, 22 TERAIE, v A% HW723BE 176 /3y
FROENVEY b & AR ER 126 /Ny 50 BST ZELFIICHNT L 72, WIRFTROIZE A E1Z4 DD
By AT (KEHE. WA RKROEFEEZL L) XHETAIENTE L, BINIZ I >DT 7 F »2Fik kR
WITNDY A TS B TTE S L b o 7o THEAMRAIRERICT L) BST 12 & o TIRIRIE S AE R 9 3 1 14
RIENHE SR INDLZEDHOPER 5720 TNOEDRAER, BEARRLELLZ LY A 7LD b, EEIDUIE
EIATOHTIVEETH 72, T2, MHIIIEE Y 4 TORERXT V2N MEEET 7 F LD b
TIanNYy NERET 7 F T, K0S RBO LNz, BN RIRAT AR L7 — A TIREEOEIMARD
BREATRRO STz BINERERIZ L ). ZOBISIIRE I EOBRERE) ST T 4 AT 7 F 2 OMOEIN
el QI INL JICESRI SND LAV L7z, RBFFEICE D) BST THIE S RERD -
WAL, T 7 F U OREFHMEICIVESRI SN L, FABSTIZT 7 F VL 5 T i
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(Journal of Toxicologic Pathology 34(2), 137-146, 2021.)

* BLEE

1 JFRAT R
2WINBHERF T O =NV T 7a X574 ¥ iffget v 5 —

3 HAREhY) RS i 4%

REPSDBESNERBEICE T Z ABARY
SYMAOHER D&/ FEERILRE DERS

(Correlation of minimum inhibitory concentrations between human and animal antimicrobials

against Escherichia coli isolated from livestock)

ANEE B4 I B Al BRI =& Rse s Btk 3 il BiIg N KRR £0A ]

NZHWOHN TV L PHA LB HC SN TV L HHAITIE. FRKTH o TDH % 25 OHHEAIL
FHIN TV EEEDRH 505, BHIEANCT LTt Tcd s &% b - T FARKEO AHPTREAN A
LIFEDOHIB AT DR T IE R SR WEDRH L, D70, B (4. K. WHERCERINE) 25508
SNKRIEW 103 #k % VT ANHPIRH] & 2 & FRROBIY AR A O/ NEEIERE (MIC) Okt
BxiT o720 WL EZHO—BELHET 27 v 738U, FREO ANH K OB HBUEA. bR
> v (PIPC) RU7 Y EY Y ¥ (ABPC), 7T3IHY ¥ (AMK) RUBF~<AT v (KM), 3 /9427
¥ (MINO) LU+ ¥ 7 F 44271 » (OTC). LR 7u X4+ » (LVFX) KU1 71 ¥4 » (ERFX)
DMERET, TNTNIILAE = (kK =081, DTN —(k =0.12). HALEE—I ( k =037), HE

—3 (kK =0.46) THoTzo TNOLOPHAIOMAE T, NHPTHANMTEDOMRIZ 3T B PR HIZ
HHETH 5720 —F. NAPHFNIR L COEZETH - 72809 b B HIIRFNICH L THIEZHETH -
7RO EA X, PIPC X UF ABPC. AMK & U8 KM, MINO }& OF OTC. LVFX J O ERFX Ol E&E T, 212
189.9%. 87.3%. 64.0%. 89.9% TH o720 NS DK S, [FRKOBIWHPLEH O MIC Tt 14 % H)
L7 LTh. NHPEHA O % RA TR IR 2 L AVRIE S 7z,

(Journal of Veterinary Diagnostic Investigation 33: 744-748, 2021. %#30)
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