
 

 

 

30 
PCV2  

PCV3 PRRSV  
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PCV2  
 29 52  PCR  PCV2 open reading frame 
ORF  

PCV2d-2 59.6 31/52  PCV2a  21.2
11/52 PCV2b  19.2 10/52 PCV2d-2  58.6
17/29  PCV2a  24.1 7/29 PCV2b  17.2 5/29  

PCV2d-2  

2018  

PCV3  
 10  PCR  PCV3 ORF2  

PCV3a1  80.0% 8/10  PCV3a2  

PCV3b2  PCV3a1  71.4% 5/7 PCV3a2  14.3% 1/7  

PCV3b2  14.3% 1/7  

・ PRRSV  
 27 46  PCR  PRRSV  

PRRSV  Betaarterivirus suid 2 ORF  

 58.7% 27/46  30.4% 14/46  6.5%
3/46  4.3% 2/46  

 44.4% 12/27  37.0% 10/27  11.1% 3/27  

 7.4% 2/27  

  2009 2016 
2 72  481  486 2019  
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N 19 229 se9

2019/KG-1

N 19 229 se8

N 19 555 se14

N 19 229 se7

2d MF314285.1

Yg-30-143

Yg-2019-016

2d KX960929.1

2d KC515014.1

2h KM042398.1

2h JX506730.1

2h JQ181592.1

2g KP420197.1

2g JX099786.1

2g FJ998185.1

MY-1T-35-1

2b KY806003.1

2b KP768478.1

HkAb-R01/PCV2/01

HkAb-H30/PCV2/01

Ik-1803

Ik-1802

Ik-1801

St-2019-113-1-To

2b EU450638.1

N 19 148 se 16

N 19 148 se17

N 19 148 se15

Mie-P77

2a AB426905.1

2a HM038034.1

St-2019-15-3-To

St-2019-15-1-To

NS19-3S

2a HQ202949

2a KX828215.1

N 19 510 1

2019/KG-4

2019/KG-7

St-2019-19-19-Se

OT-2019/8-2

OT-2019/8-3

OT-2019/8-1

2f LC004750.1

2f LC008137.1

2f LC008135.1

2c KJ094599.1

2c EU148504.1

2c EU148503.1

2d KT867799.1

2d KT870147.1

2d KT795289.199
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 a1 KY996341.1 Porcine circovirus 3 isolate PCV3/KU-1605 complete genome
 a1 KY996339.1 Porcine circovirus 3 isolate PCV3/KU-1603 complete genome
 a1 KY996343.1 Porcine circovirus 3 isolate PCV3/KU-1607 complete genome
 a1 MF079254.1 Porcine circovirus 3 strain PCV3-BR/RS/8 complete genome

 a1 KY865243.1 Porcine circovirus 3 isolate CHN Shanghai 0708 2016 complete genome
 a1 KX966193.1 Porcine circovirus 3 strain PCV3-US/SD2016 complete genome

 a1 KY075991.1 Porcine circovirus 3 strain PCV3/CN/Chongqing-148/2016 complete genome
 a1 KY075990.1 Porcine circovirus 3 strain PCV3/CN/Chongqing-147/2016 complete genome

 a1 KY075989.1 Porcine circovirus 3 strain PCV3/CN/Jiangxi-62/2016 complete genome
 a1 KY996342.1 Porcine circovirus 3 isolate PCV3/KU-1606 complete genome

 N 19 491 se6
 St-2019-19-16-Se

 OT-19/11-2
 N 19 491 se5

 OT-19/9-1
 OT-2019/1-1

 OT-19/1-3
 OT-19/1-2

 Fks-30-PR-3-p2
 a2 KY996345.1 Porcine circovirus 3 isolate PCV3/KU-1609 complete genome

 a2 KX458235.1 Porcine circovirus 3 strain 2164 complete genome
 a2 KY996344.1 Porcine circovirus 3 isolate PCV3/KU-1608 complete genome

 b1 KY996337.1 Porcine circovirus 3 isolate PCV3/KU-1601 complete genome
 b1 KX778720.1 Porcine circovirus 3 strain PCV3-US/MO2015 complete genome

 b1 KY418606.2 Porcine circovirus 3 isolate PCV3-China/GD2016 complete genome
 b1 KX898030.1 Porcine circovirus 3 strain PCV3-US/MN2016 complete genome

 b2 KY778777.1 Porcine circovirus 3 strain PCV3/CN/Shandong-2/201703 complete genome
 b2 KY778776.1 Porcine circovirus 3 strain PCV3/CN/Shandong-1/201703 complete genome
 b1 KY075993.1 Porcine circovirus 3 strain PCV3/CN/Chongqing-155/2016 complete genome

 b1 KY075994.1 Porcine circovirus 3 strain PCV3/CN/Chongqing-156/2016 complete genome
 b1 KY075992.1 Porcine circovirus 3 strain PCV3/CN/Chongqing-150/2016 complete genome

 HkTk-1-1596
 b2 KY996340.1 Porcine circovirus 3 isolate PCV3/KU-1604 complete genome
 b2 KY996338.1 Porcine circovirus 3 isolate PCV3/KU-1602 complete genome

 b2 KT869077.1 Porcine circovirus 3 strain 29160 complete genome
 b2 MF079253.1 Porcine circovirus 3 strain PCV3-BR/RS/6 complete genome
 b2 KY075986.1 Porcine circovirus 3 strain PCV3/CN/Fujian-5/2016 complete genome

 b2 KY075988.1 Porcine circovirus 3 strain PCV3/CN/Henan-13/2016 complete genome
 b2 KY075987.1 Porcine circovirus 3 strain PCV3/CN/Fujian-12/2016 complete genome
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 AF159149.1(jj1882)
 jj1882

 AF331831.1 BJ-4
 EU273672.1 ML2

 Mie-P412
 AB546104.1 Miyagi08-1

 Gm-19-532-3
 EF536003.1 VR2332

 Gm-19-193-2
 VR2332
 NS-19-10S

 Gm-19-685-5
 Mie-P754

 ishikaw a-1
 St-2019-15-2-To

 43KM-4
 EU273700.1 YL8

 OT-19/8-3
 OT-19/8-2
 Yn-1

 AB546120.1 Osaka08-1
 AB546121.1 Osaka08-2

 DQ473472.1 CNA18
 Fks-31-188-10
 Fks-31-188-9
 Fks-31-210-2
 Fks-31-188-1
 Fks-31-210-1
 Fks-31-210-3
 Fks-31-210-4
 Fks-31-210-5
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 Fks-31-210-7
 Fks-31-210-8

 AB175713.1 Jyt2
 shiga-1 002

 NS18-1S
 NS18-2S
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 DQ473474.1 LMY
 43-KM-1

 AB175694.1 Jis1
 AB175695.1 Jis2

 AB175701.1 Jsi1
 NS19-6S

 2019 KG-3
 P129-PKC12-FL

 EF112445.1 JXA1
 AB175724.1 Kyoto 93

 AB175715.1 Aichi N20
 AB175709.1 Jyc1
 Misumi001

 AB175723.1 Kagoshima N14
 AB175725.1Nagasaki 93

 AB546109.1 Ibaraki08-1
 AB546110.1 Ibaraki08-2

 AB546123.1 Kochi08-1
 Gm-19-83-10

 AB546106.1 Miyagi08-3
 Saga-09-3

 AB546105.1 Miyagi08-2
 AB546114.1 Ibaraki08-6
 AB546112.1 Ibaraki08-4

 AB546113.1 Ibaraki08-5
 AB175710.1 Jyn1

 AB546118.1 Shizuoka08-1
 AB546111.1 Ibaraki08-3

 AB546124.1 Saga08-1
 AB546102.1 Aomori08-1

 AB175698.1 Jnt1
 AB546108.1 Yamagata08-1

 AB175704.1 Jsz2
 AB175700.1 Jsa1

 N6-43-1L-004
 AB175708.1 Jtg1

 AB175722.1 Ibaraki3
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 AB175696.1 Jiw 1
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 AB175716.1 Aomori93
 AB175720.1 EDRD-8

 AB175691.1 Jeh1
 AB175714.1 Jyt3
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 GO2-1
 AB023782.1 Kitasato 93-1
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 OT-19/9-1

 MY-1T-9
 NS19-3S

 NS19-1S
 NS19-5S

 43KM-3
 L40898.1 IAF-EXP91

 Z82995.1 Quebec 807/94
 DQ176019.1 MN184A

 AB546125.1 Jpn5-37
 EU758599.1 PRRSV0000008558
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